[bookmark: _GoBack]Table S2. Analyzing the amino acid pattern of VP1 (75I- 89T- 125L- 141L- 144E) associated with attenuation in Vietnamese CIAV strains
	Genogroup*
	Strain**
	VP1***

	
	
	75
	89
	125
	141
	144
	394

	G2
	KP780289_2013
	I
	T
	I
	Q
	Q
	Q

	G2
	KP780292_2013
	I
	T
	I
	Q
	Q
	Q

	G2
	MH536105_G17.33.5_2017
	I
	T
	I
	Q
	Q
	Q

	G2
	MF611946_C27_Han_2017
	I
	T
	I
	Q
	Q
	

	G2
	MF611951_C31_BN_2017
	I
	T
	I
	Q
	Q
	

	G2
	MF611954_C34_Han_2017
	I
	T
	I
	Q
	Q
	

	G2
	MF611956_C36_VP_2017
	I
	T
	I
	Q
	Q
	

	G2
	MF611959_C39_VP_2017
	I
	T
	I
	Q
	Q
	

	G2
	MF611961_C40_ VP_2017
	I
	T
	I
	Q
	Q
	

	G3
	KP780287_2013
	V
	T
	L
	Q
	E
	Q

	G3
	KP780288_2013
	V
	T
	L
	Q
	E
	Q

	G3
	KP780290_2013
	V
	T
	L
	Q
	E
	Q

	G3
	KP780291_2013
	V
	T
	L
	Q
	E
	Q

	G3
	MH536106_G17.3.1_2017
	V
	T
	L
	Q
	E
	Q

	G3
	MH536104_G17.33.3_2017
	I
	T
	I
	Q
	Q
	Q

	G3
	MF611928_C10_HB_2016
	I
	T
	I
	Q
	Q
	

	G3
	MF611929_C11_HB_2016
	I
	T
	I
	Q
	Q
	

	G3
	MF611930_C12_HN_2017
	V
	T
	L
	Q
	E
	

	G3
	MF611931_C13_HN_2017
	V
	T
	L
	Q
	E
	

	G3
	MF611932_C14_HN_2017
	V
	T
	L
	Q
	E
	

	G3
	MF611933_C15_HN_2017
	V
	T
	L
	Q
	E
	

	G3
	MF611934_C16_HN_2017
	V
	T
	L
	Q
	E
	

	G3
	MF611935_C17_HN_2017
	V
	T
	L
	Q
	E
	

	G3
	MF611936_C18_HN_2017
	V
	T
	L
	Q
	E
	

	G3
	MF611937_C19_HN_2017
	V
	T
	L
	Q
	E
	

	G3
	MF611938_C1_Han_2016
	I
	T
	I
	Q
	Q
	

	G3
	MF611939_C20_Qni_2017
	V
	T
	L
	Q
	E
	

	G3
	MF611940_C21_Qni_2017
	V
	T
	L
	Q
	E
	

	G3
	MF611941_C22_Qni_2017
	V
	T
	L
	Q
	E
	

	G3
	MF611942_C23_Han_2017
	I
	T
	I
	Q
	Q
	

	G3
	MF611943_C24_Han_2017
	I
	T
	I
	Q
	Q
	

	G3
	MF611944_C25_Han_2017
	I
	T
	I
	Q
	Q
	

	G3
	MF611945_C26_Han_2017
	I
	T
	I
	Q
	Q
	

	G3
	MF611947_C28_Han_2016
	I
	T
	I
	Q
	Q
	

	G3
	MF611948_C29_Han_2016
	I
	T
	I
	Q
	Q
	

	G3
	MF611949_C2_Han_2016
	I
	T
	I
	Q
	Q
	

	G3
	MF611950_C30_BN_2017
	V
	T
	L
	Q
	E
	

	G3
	MF611952_C32_BN_2017
	I
	T
	I
	Q
	Q
	

	G3
	MF611953_C33_Han_2017
	I
	T
	I
	Q
	Q
	

	G3
	MF611955_C35_VP_2017
	I
	T
	I
	Q
	Q
	

	G3
	MF611957_C37_VP_2017
	I
	T
	I
	Q
	Q
	

	G3
	MF611958_C38_VP_2017
	I
	T
	I
	Q
	Q
	

	G3
	MF611960_C3_Han_2016
	I
	T
	I
	Q
	Q
	

	G3
	MF611962_C41_VP_2017
	I
	T
	I
	Q
	Q
	

	G3
	MF611963_C43_Han_2017
	V
	T
	L
	Q
	E
	

	G3
	MF611964_C44_Han_2017
	V
	T
	L
	Q
	E
	

	G3
	MF611965_C45_Han_2017
	V
	T
	L
	Q
	E
	

	G3
	MF611966_C46_Han_2017
	V
	T
	L
	Q
	E
	

	G3
	MF611967_C47_Han_2017
	V
	T
	L
	Q
	E
	

	G3
	MF611968_C48_Han_2017
	V
	T
	L
	Q
	E
	

	G3
	MF611969_C49_Han_2017
	V
	T
	L
	Q
	E
	

	G3
	MF611970_C4_Han_2016
	I
	T
	I
	Q
	Q
	

	G3
	MF611971_C50_Han_2017
	V
	T
	L
	Q
	E
	

	G3
	MF611972_C51_Han_2017
	V
	T
	L
	Q
	E
	

	G3
	MF611973_C52_Han_2017
	V
	T
	L
	Q
	E
	

	G3
	MF611974_C53_Han_2017
	V
	T
	L
	Q
	E
	

	G3
	MF611975_C54_Han_2017
	I
	T
	I
	Q
	Q
	

	G3
	MF611976_C55_Han_2017
	V
	T
	L
	Q
	E
	

	G3
	MF611977_C56_Han_2017
	V
	T
	L
	Q
	E
	

	G3
	MF611978_C5_HB_2016
	V
	T
	L
	Q
	E
	

	G3
	MF611979_C6_HB_2016
	I
	T
	I
	Q
	Q
	

	G3
	MF611980_C7_HB_2016
	I
	T
	I
	Q
	Q
	

	G3
	MF611981_C8_HB_2016
	I
	T
	I
	Q
	Q
	

	G3
	MF611982_C9_HB_2016
	I
	T
	I
	Q
	Q
	



* According to the VP1 gene
** Nine CIAVs in bold had complete sequence of the VP1 gene
*** None of Vietnamese CIAVs showed substitutions that were associated with a complete pattern of attenuation: 75I- 89T- 125L- 141L- 144E (Todd et al., 2002).
