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Supplementary Information
Supplementary Table 1.  We applied SNMFSMMA to prioritize all the candidate miRNA-SM pairs based on all the known miRNA-SM associations in SM2miR database as training samples. This prediction result is released for further experimental validation and research.


SNMFSMMA: using symmetric nonnegative matrix 


factorization and Kronecker regularized least squares 


to predict potential small molecule


-


microRNA 


association


 


Y


an


 


Zhao


1


, Xing Chen


1,*


, Jun 


Yin


1


, 


Jia Q


u


1


 


1


School of 


Information


 


and 


Control E


ngineering, China 


University of Mining and Technology, Xuzhou, 221116, China


 


*Corresponding author 


 


Email:


 


xingchen@amss.ac.cn


 


Keywords


:


 


small molecule; microRNA


;


 


association prediction


;


 


symmetric non


-


negative matrix factorization; Kronecker regularized least 


squares


 


 


Supplementary Information


 


Supplementary Table 1.  


We applied SNMFSMMA to 


prioritize all the candidate 


miRNA


-


SM pairs based on all the known miRNA


-


SM 


associations in SM2miR 


database as training samples. This prediction result is rele


ased


 


for further 


experimental


 


validation and research.


 


 




SNMFSMMA: using symmetric nonnegative matrix  factorization and Kronecker regularized least squares  to predict potential small molecule - microRNA  association   Y an   Zhao 1 , Xing Chen 1,* , Jun  Yin 1 ,  Jia Q u 1   1 School of  Information   and  Control E ngineering, China  University of Mining and Technology, Xuzhou, 221116, China   *Corresponding author    Email:   xingchen@amss.ac.cn   Keywords :   small molecule; microRNA ;   association prediction ;   symmetric non - negative matrix factorization; Kronecker regularized least  squares     Supplementary Information   Supplementary Table 1.   We applied SNMFSMMA to  prioritize all the candidate  miRNA - SM pairs based on all the known miRNA - SM  associations in SM2miR  database as training samples. This prediction result is rele ased   for further  experimental   validation and research.    

