	TF rs2715631

	
	AEM
	AE
	OR (CI 95%)
	P value

	Allele
	n=104 (Freq.)
	n=96 (Freq.)
	 
	 

	T
	83 (0.79)
	45 (0.47)
	Ref.
	 

	G
	21 (0.21)
	51 (0.53)
	0.22 (0.12 – 0.42)
	3.5 X 10-6*

	Codominant
	n=52 (Freq.)
	n=48 (Freq.)
	 
	 

	T/T
	34 (0.65)
	[bookmark: _GoBack]14 (0.30)
	Ref.
	

	T/G
	15 (0.29)
	17 (0.35)
	0.37 (0.14-0.93) 
	3.7 X 10-2*

	G/G
	3 (0.06)
	17 (0.35)
	0.08 (0.02-0.28)
	3.4 X 10-5*

	Dominant
	
	
	
	

	T/T
	34 (0.65)
	14 (0.29)
	Ref.
	

	T/G+G/G
	18 (0.35)
	34 (0.71)
	0.22 (0.09-0.52)
	3.3 X 10-4*

	Recessive
	
	
	
	

	T/T+T/G
	49 (0.95)
	31 (0.65)
	Ref.
	

	G/G
	3 (0.05)
	17 (0.35)
	0.11 (0.03-0.39)
	2.9 X 10-5*

	Over-Dominant
	
	
	
	

	T/T+G/G
	37 (0.71)
	31 (0.65)
	Ref.
	

	T/G
	15 (0.29)
	17 (0.35)
	0.74 (0.31-1.74)
	0.53
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Supplementary Table 3: allelic and genetic frequency for rs2715631 -TF- in AE (control) and AEM (mesothelioma-affected) populations. O.R: Odd Ratio; C.I: Confidential Interval; p Value: p value from fisher exact test, *: statistical significant. Ref: Reference  

