Supplementary Table 2

	HEPH rs3747359

	
	AELC
	AE
	OR (CI 95%)
	P value

	Allele
	n=114 (Freq.)
	n=96 (Freq.)
	 
	 

	G
	112 (0.98)
	61 (0.64)
	Ref.
	 

	C
	2 (0.02)
	35 (0.36)
	0.03 (0.005 - 0.12)
	6.1 X 10-12*

	Codominant
	n=57 (Freq.)
	n=48 (Freq.)
	 
	 

	G/G
	55 (0.96)
	25 (0.52)
	Ref.
	

	G/C
	2 (0.04)
	11 (0.23)
	0.09 (0.02 - 0.37)
	3.9 X 10-4*

	C/C
	0 (0)
	12 (0.25)
	NA
	

	Dominant
	n=57 (Freq.)
	n=48 (Freq.)
	
	

	G/G
	55 (0.96)
	25 (0.52)
	Ref.
	

	G/C+C/C
	2 (0.04)
	23 (0.48)
	0.04(0.01-0.16)
	6.3 X 10-8*

	Recessive
	n=57 (Freq.)
	n=48 (Freq.)
	
	

	G/G+G/C
	57 (1)
	36 (0.75)
	Ref.
	

	C/C
	0 (0)
	12 (0.25)
	NA
	3.6 X 10-6*

	Over-Dominant
	n=57 (Freq.)
	n=48 (Freq.)
	
	

	G/G+C/C
	55 (0.96)
	37 (0.77)
	Ref.
	

	G/C
	2 (0.04)
	11 (0.33) 
	0.13 (0.02-0.5)
	0.005
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