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Figure S1. The amino acid sequence of chicken KLF15 gene. The codon and amino acid highlighted in red indicate they can change by the missense SNP (rs14040692).



Figure S2. Putative conserved domains of chicken KLF15 protein (GI: 513205299) prediction using PSI-BLAST. The arrow indicates the location (259th amino acid) where the amino acid can change by the missense SNP (rs14040692).
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Figure S3. The phylogenetic tree of chicken KLF15 amino acid sequences with 11 other bird species. The phylogenetic tree was constructed by the Neighbour-Joining (NJ) method of MEGA 5.1. The number at the branches denotes the bootstrap majority consensus values on 1000 replicates. The branch lengths represent the relative genetic distance among these species.
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