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Design of novel primer sets for easy detection of Ruegeria species from

seawater

Supporting Figures:

Figure S1 Collection of environmental DNA from seawater. Photo of the sampling
site (Nishikino-hama, Osaka, Japan). The photo was taken when the samples were

collected in June 2019.
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Figure S2 Results of Sanger sequence of the amplicons. a: signals of r38F-r30R

amplicons. b: signals of r445F-r446R amplicons. “N” was translated to “T” according to

the signals.

Supporting FASTA file: NGS reads after denoise using DADA2 on QIIME?2

platform.

Summary of the sequence can be find in Table S8.
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