Supplementary file 1 Bioinformatics analysis of P. lactiflora OLE
a. Secondary structure prediction, b. Signal peptide prediction, c. Transmembrane domain prediction, d. Glycosylation site analysis, e. Phosphorylation site analysis.

Supplementary file 2 The deduced amino acid sequence alignment of OLE gene in P. lactiflora with OLE gene in other plant


