Table S2. List of primers used for polymerase chain reaction (PCR) and sequencing.

	Code
	F/R
	Sequence (5'-3')
	Annealing position

	ycf3-F1Pa
	F
	CAAGCDYTAAATAATATWGCTG
	ycf3 (319-340)

	atpB-F1.3Pa
	F
	GTHMGHGCNATTGCNATGAGTGC
	atpB (187-209)

	atpB-2Rb
	R
	AGCTTGWACAAATCTAAAAATA
	atpB (810-789)

	atpB-R1Pa
	R
	TTTGCTTTAGMDATWGCTTC
	atpB (1430-1411)

	psaA130Fc
	F
	AACWACWACTTGGATTTGGAA
	psaA (126-146)

	psaA-P2.2a
	R
	TCDGCRTTYTGRAACCAYTC
	psaA (578-559)

	psaA970R2a
	R
	TRCTATGDCCRATNCCCCAA
	psaA (958-939)

	psaA-P3.2a
	R
	GCWGGRTTATARTCRCGDACC
	psaA (1253-1233)

	psaA1760R2a
	R
	CCRTCACAHGGRAAWCGGAA
	psaA (1724-1705)

	psaA1760Rc
	R
	CCTCTWCCWGGWCCATCRCAWGG
	psaA (1736-1714)

	psaA-P4d
	R
	NGATTCAATHARYTCTTGCC
	psaA (2094-2075)

	psbA-F2e
	F
	GCAACTTTAGAAAGACGCGA
	psbA (7-26)

	psbA500Fb
	F
	CTCTGATGGWATGCCWYTAGG
	psbA (504-524)

	psbA600R2a
	R
	AWACACCAGCAACACCAGCC
	psbA (616-597)

	psbA-R1.2e
	R
	YYWGAWGCTAAATCTAATGGG
	psbA (1037-1017)

	rbcL-P2f
	F
	GAWCGRACTCGAWTWAAAAGTG
	rbcL (19-40)

	rbcL-P2.2d
	F
	CTCGAWTWAAAAGTGAVCGWTAYGAATC
	rbcL (26-53)

	rbcL-Rh3g
	F
	TTAAYTCTCARCCDTTYATGCG
	rbcL (629–650)

	Ral-R952f
	R
	CATACGCATCCATTTACA
	rbcL (969–952)

	rbcS-P1f
	R
	GGATCATCTGYCCATTCTACAC
	rbcS (122–101)

	GazF2h
	F
	CCAACCAYAAAGATATWGGTAC
	cox1 (104-125)

	cox1-P1.2a
	F
	GATHTTYTTTATGGTDATGCC
	cox1 (276-296)

	cox1-P5.2a
	R
	GCHGTDATTAADACHGACCA
	cox1 (656-637)

	GazR2h
	R
	GGATGACCAAARAACCAAA
	cox1 (803-785)

	cox1-P3a
	R
	CNGTAAACATRTGRTGVGCC
	cox1 (961-942)

	cox1-P4a
	F
	DGCRGCNTTTACNATGTTTG
	cox1 (1230-1249)

	cox1-P2a
	R
	GGDATACGDCGHGGCATACC
	cox1 (1400-1381)

	trnI-P1.2a
	R
	GCTTATCAGGCGTACACTCT
	trnI (20-39)

	trnI-P1a
	R
	TTGAACGAWCGVCTTTACGC
	trnI (38-57)

	trnY-P2d
	F
	GKCAGATTGTAAATCTGTTGG
	trnY (27-47)

	trnY-P1i
	F
	TCYATCRTAGGTTCGAATCC
	trnY (51-70)

	cox3-P2i
	R
	ACAAARTGCCAATACCAAGC
	cox3 (755-736)

	nad3-P1
	F
	CBTATGARTGTGGDTTTGATCC
	nad3 (128-149)

	atp8-P1
	F
	GCCYCAATTTGATAMAATGAC
	atp8 (3-23)

	mt16S-P1
	R
	CTTATAGCCTTCAYTCTGAGC
	16S rDNA (44-24)



Annealing positions correspond to the sequences of Ectocarpus sp. (ycf3, atpB, psaA, psbA, rbcL, and rbcS, FP102296: Le Corguillé et al. (2009); cox1, trnI, trnY, cox3, nad3, atp8–16S rDNA, FP885846: Cock et al., 2010). 
aKawai et al. (2013). bSilberfeld et al. (2010). cYoon et al. (2002). dKawai et al. (2012). eKawai et al. (2019). fKawai et al. (2007). gHanyuda et al. (2004). hLane et al. (2007). iNi-Ni-Win et al. (2008). 
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