	Term
	Count
	%
	PValue
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	Fold Enrichment
	Bonferroni
	FDR

	kinetochore
	3
	0.128866
	4.28E-04
	NEK2, SGO1, SPAG5
	83.77358
	0.01023006
	0.343105

	regulation of attachment of spindle microtubules to kinetochore
	2
	0.085911
	0.005383
	NEK2, SPAG5
	337.0909
	0.22823438
	5.020617

	mitotic sister chromatid segregation
	2
	0.085911
	0.009849
	NEK2, SPAG5
	183.8678
	0.37816255
	9.013303

	ATP binding
	4
	0.171821
	0.01043
	NEK2, KIF15, BUB1, UBE2T
	6.213218
	0.0804586
	5.578457

	spindle pole
	2
	0.085911
	0.036064
	NEK2, SGO1
	48.52459
	0.58585164
	25.52053

	membrane
	3
	0.128866
	0.079425
	KIF15, BUB1, NUF2
	5.543071
	0.86277833
	48.51408

	protein kinase activity
	2
	0.085911
	0.095149
	NEK2, BUB1
	16.83956
	0.55061584
	42.15321



