
 LYN Mmus (TK/Src/SrcB)

 LYN Hsap (TK/Src/SrcB)

 HCK Hsap (TK/Src/SrcB)

 HCK Mmus (TK/Src/SrcB)

 BLK Mmus (TK/Src/SrcB)

 BLK Hsap (TK/Src/SrcB)

 LCK Hsap (TK/Src/SrcB)

 LCK Mmus (TK/Src/SrcB)

 FYN Hsap (TK/Src/SrcA)

 FYN Mmus (TK/Src/SrcA)

 FGR Mmus (TK/Src/SrcA)

 FGR Hsap (TK/Src/SrcA)

 YES Hsap (TK/Src/SrcA)

 YES Mmus (TK/Src/SrcA)

 SRC Mmus (TK/Src/SrcA)

 SRC Hsap (TK/Src/SrcA)

 SRM Mmus (TK/Src/SRM)

 SRM Hsap (TK/Src/SRM)

 BRK Mmus (TK/Src/SRM)

 BRK Hsap (TK/Src/SRM)

 TsM 000155100 TK/Src/Frk

 kin-22 Cele (TK/Src/Frk)

 Src42A Dmel (TK/Src/Frk)

 FRK Mmus (TK/Src/Frk)

 FRK Hsap (TK/Src/Frk)

 Src64B Dmel (TK/Src/Src-Unclassified)

 src-1 Cele (TK/Src/Src-Unclassified)

 TsM 000633000 TK/Src/SrcA

 TsM 000760200 TK/Src/SrcA

 TsM 000616200 TK/Src/SrcB

 TsM 001135700 TK/Src/SRM

 TsM 000271600 TK/Src/SrcB

 TsM 000592800 TK/Src/SrcB

 TsM 000324200 TK/Src/SrcB

 TsM 000179900 TK/Src/SrcB

 TsM 001027200 TK/Abl

 TsM 000046000 TK/Abl

 abl-1 Cele (TK/Abl)

 Abl Dmel (TK/Abl)

 ABL1 Mmus (TK/Abl)

 ABL1 Hsap (TK/Abl)

 ABL2 Hsap (TK/Abl)

 ABL2 Mmus (TK/Abl)

 TsM 001092300 TK/Tec

 Btk29A Dmel (TK/Tec)

 BMX Hsap (TK/Tec)

 BMX Mmus (TK/Tec)

 BTK Mmus (TK/Tec)

 BTK Hsap (TK/Tec)

 TEC Mmus (TK/Tec)

 TEC Hsap (TK/Tec)

 TXK Hsap (TK/Tec)

 TXK Mmus (TK/Tec)

 ITK Mmus (TK/Tec)

 ITK Hsap (TK/Tec)

 Y47G6A.5 Cele (TK/Src/Src-Unclassified)

 CTK Mmus (TK/Csk)

 CTK Hsap (TK/Csk)

 CSK Hsap (TK/Csk)

 CSK Mmus (TK/Csk)

 Y48G1C.2 Cele (TK/Csk)

 CG17309 Dmel (TK/Csk)

 FES Mmus (TK/Fer)

 FES Hsap (TK/Fer)

 FER Hsap (TK/Fer)

 FER Mmus (TK/Fer)

 Fps85D Dmel (TK/Fer)

 TsM 000544400 TK/Fer

 EphA1 Mmus (TK/Eph)

 EphA1 Hsap (TK/Eph)

 vab-1 Cele (TK/Eph)

 Eph Dmel (TK/Eph)

 EphB4 Mmus (TK/Eph)

 EphB4 Hsap (TK/Eph)

 EphB3 Mmus (TK/Eph)

 EphB3 Hsap (TK/Eph)

 EphB1 Hsap (TK/Eph)

 EphB1 Mmus (TK/Eph)

 EphB2 Hsap (TK/Eph)

 EphB2 Mmus (TK/Eph)

 EphB6 Mmus (TK/Eph)

 EphB6 Hsap (TK/Eph)

 EphA10 Hsap (TK/Eph)

 EphA10 Mmus (TK/Eph)

 EphA2 Hsap (TK/Eph)

 EphA2 Mmus (TK/Eph)

 EphA4 Mmus (TK/Eph)

 EphA4 Hsap (TK/Eph)

 EphA5 Hsap (TK/Eph)

 EphA5 Mmus (TK/Eph)

 EphA3 Mmus (TK/Eph)

 EphA3 Hsap (TK/Eph)

 EPHA6 Mmus (TK/Eph)

 EphA6 Hsap (TK/Eph)

 EphA7 Mmus (TK/Eph)

 EphA7 Hsap (TK/Eph)

 EphA8 Hsap (TK/Eph)

 EphA8 Mmus (TK/Eph)

 TYK2 Hsap (TK/Jak)

 TYK2 Mmus (TK/Jak)

 JAK1 Hsap (TK/Jak)

 JAK1 Mmus (TK/Jak)

 JAK2 Hsap (TK/Jak)

 JAK3 Mmus (TK/Jak)

 JAK3 Hsap (TK/Jak)

 hopb Dmel (TK/Jak)

 ZAP70 Hsap (TK/Syk)

 ZAP70 Mmus (TK/Syk)

 SYK Mmus (TK/Syk)

 SYK Hsap (TK/Syk)

 TsM 000179100 TK/Syk

 shark Dmel (TK/Syk)

 TsM 000687600 TK/Syk

 FAK Hsap (TK/FAK)

 FAK Mmus (TK/FAK)

 Fak56D Dmel (TK/FAK)

 PYK2 Mmus (TK/FAK)

 PYK2 Hsap (TK/FAK)

 F40A3.5 Cele (TK/TK-Unique)

 TsM 000611600 TK/FAK

 ark-1 Cele (TK/Ack)

 PR2 Dmel (TK/Ack)

 TsM 000361900 TK/Ack

 TNK1 Hsap (TK/Ack)

 TNK1 Mmus (TK/Ack)

 TsM 000916300 TK/Ack

 kin-25 Cele (TK/Ack)

 Ack Dmel (TK/Ack)

 ACK Mmus (TK/Ack)

 ACK Hsap (TK/Ack)

 MET Hsap (TK/Met)

 MET Mmus (TK/Met)

 RON Hsap (TK/Met)

 RON Mmus (TK/Met)

 F11E6.8 Cele (TK/Met)

 T14E8.1 Cele (TK/Met)

 RYK Mmus (TK/Ryk)

 RYK Hsap (TK/Ryk)

 drl Dmel (TK/Ryk)

 dnt Dmel (TK/Ryk)

 lin-18 Cele (TK/Ryk)

 Drl-2 Dmel (TK/Ryk)

 TYRO3 Mmus (TK/Axl)

 TYRO3 Hsap (TK/Axl)

 AXL Mmus (TK/Axl)

 AXL Hsap (TK/Axl)

 MER Mmus (TK/Axl)

 MER Hsap (TK/Axl)

 INSR Hsap (TK/InsR)

 INSR Mmus (TK/InsR)

 IGF1R Mmus (TK/InsR)

 IGF1R Hsap (TK/InsR)

 IRR Mmus (TK/InsR)

 IRR Hsap (TK/InsR)

 InR Dmel (TK/InsR)

 daf-2 Cele (TK/InsR)

 TsM 000615000 TK/InsR

 TsM 000256600 TK/InsR

 TsM 000922800 TK/InsR

 LMR3 Mmus (TK/Lmr)

 LMR3 Hsap (TK/Lmr)

 LMR1 Hsap (TK/Lmr)

 LMR1 Mmus (TK/Lmr)

 LMR2 Hsap (TK/Lmr)

 LMR2 Mmus (TK/Lmr)

 ROS Mmus (TK/Sev)

 ROS Hsap (TK/Sev)

 sev Dmel (TK/Sev)

 scd-2 Cele (TK/ALK)

 Alk Dmel (TK/ALK)

 ALK Mmus (TK/ALK)

 ALK Hsap (TK/ALK)

 LTK Mmus (TK/ALK)

 LTK Hsap (TK/ALK)

 CCK4 Mmus (TK/CCK4)

 CCK4 Hsap (TK/CCK4)

 otk Dmel (TK/CCK4)

 D1073.1 Cele (TK/Trk)

 TsM 001209500 TK/Musk

 ROR2 Hsap (TK/Ror)

 ROR2 Mmus (TK/Ror)

 ROR1 Hsap (TK/Ror)

 ROR1 Mmus (TK/Ror)

 Ror Dmel (TK/Ror)

 TsM 000418900 TK/Ror

 cam-1 Cele (TK/Ror)

 Nrk Dmel (TK/Musk)

 MUSK Mmus (TK/Musk)

 MUSK Hsap (TK/Musk)

 DDR2 Mmus (TK/DDR)

 DDR2 Hsap (TK/DDR)

 DDR1 Mmus (TK/DDR)

 DDR1 Hsap (TK/DDR)

 CG11573 Dmel (TK/DDR)

 F11D5.3 Cele (TK/DDR)

 TRKA Mmus (TK/Trk)

 TRKA Hsap (TK/Trk)

 TRKC Mmus (TK/Trk)

 TRKC Hsap (TK/Trk)

 TRKB Mmus (TK/Trk)

 TRKB Hsap (TK/Trk)

 Y69E1A.3 Cele (TK/Fer)

 T25B9.5 Cele (TK/Fer)

 Y52D5A.2 Cele (TK/Fer)

 kin-21 Cele (TK/Fer)

 K09B11.5 Cele (TK/Fer)

 kin-24 Cele (TK/Fer)

 C34F11.5 Cele (TK/TK-Unique)

 T08G5.2 Cele (TK/Fer)

 F26E4.5 Cele (TK/Fer)

 spe-8 Cele (TK/Fer)

 T21G5.1 Cele (TK/Fer)

 frk-1 Cele (TK/Fer)

 kin-14 Cele (TK/Fer)

 ZK622.1 Cele (TK/Fer)

 Y116A8C.24 Cele (TK/Fer)

 R05H5.4 Cele (TK/Fer)

 C18H7.4 Cele (TK/Fer)

 ZC581.7 Cele (TK/Fer)

 F23C8.7 Cele (TK/Fer)

 C25A8.5 Cele (TK/Fer)

 C55C3.4 Cele (TK/Fer)

 C35E7.10 Cele (TK/Fer)

 kin-5 Cele (TK/Fer)

 F57B9.8 Cele (TK/Fer)

 kin-31 Cele (TK/Fer)

 kin-26 Cele (TK/Fer)

 ZK593.9 Cele (TK/Fer)

 T25B9.4 Cele (TK/Fer)

 F59A3.8 Cele (TK/Fer)

 W01B6.5 Cele (TK/Fer)

 F22B3.8 Cele (TK/Fer)

 R11E3.1 Cele (TK/Fer)

 F01D4.3 Cele (TK/Fer)

 M176.9 Cele (TK/Fer)

 T06C10.3 Cele (TK/Fer)

 W03F8.2 Cele (TK/Fer)

 F09A5.2 Cele (TK/KIN6)

 F09G2.1 Cele (TK/KIN6)

 kin-9 Cele (TK/KIN6)

 C24G6.2 Cele (TK/KIN6)

 CG3277 Dmel (TK/VEGFR)

 R151.4 Cele (TK/TK-Unique)

 TOR Dmel (TK/TK-Unique)

 TsM 001005800 TK/FGFR

 TIE1 Mmus (TK/Tie)

 TIE1 Hsap (TK/Tie)

 TIE2 Mmus (TK/Tie)

 TIE2 Hsap (TK/Tie)

 Tie Dmel (TK/TK-Unique)

 Cad96Ca Dmel (TK/TK-Unique)

 FGFR1 Mmus (TK/FGFR)

 FGFR1 Hsap (TK/FGFR)

 FGFR2 Hsap (TK/FGFR)

 FGFR2 Mmus (TK/FGFR)

 FGFR3 Hsap (TK/FGFR)

 FGFR3 Mmus (TK/FGFR)

 FGFR4 Hsap (TK/FGFR)

 FGFR4 Mmus (TK/FGFR)

 htl Dmel (TK/FGFR)

 btl Dmel (TK/FGFR)

 egl-15 Cele (TK/FGFR)

 TsM 000502500 TK/FGFR

 RET Mmus (TK/Ret)

 RET Hsap (TK/Ret)

 Ret Dmel (TK/Ret)

 Pvr Dmel (TK/VEGFR)

 KDR Hsap (TK/VEGFR)

 KDR Mmus (TK/VEGFR)

 FLT4 Mmus (TK/VEGFR)

 FLT4 Hsap (TK/VEGFR)

 FLT1 Mmus (TK/VEGFR)

 FLT1 Hsap (TK/VEGFR)

 PDGFRa Mmus (TK/PDGFR)

 PDGFRa Hsap (TK/PDGFR)

 PDGFRb Hsap (TK/PDGFR)

 PDGFRb Mmus (TK/PDGFR)

 FLT3 Hsap (TK/PDGFR)

 FLT3 Mmus (TK/PDGFR)

 FMS Hsap (TK/PDGFR)

 FMS Mmus (TK/PDGFR)

 KIT Mmus (TK/PDGFR)

 KIT Hsap (TK/PDGFR)

 W03A5.1 Cele (TK/Fer)

 TsM 000743000 TK/Met

 SuRTK106 Hsap (TK/TK-Unique)

 SuRTK106 Mmus (TK/TK-Unique)

 B0252.1 Cele (TK/KIN6)

 TsM 000870600 TK/Csk

 C16D9.2 Cele (TK/TK-Unique)

 C25F6.4 Cele (TK/DDR)

 WSCK Dmel (TK/TK-Unique)

 T22B11.3 Cele (TK/TK-Unique)

 hop Dmel (TK/Jak)

 JAK2 Mmus (TK/Jak)

 JAK2b Hsap (TK/Jak)

 JAK3b Hsap (TK/Jak)

 JAK3b Mmus (TK/Jak)

 JAK1b Hsap (TK/Jak)

 JAK1b Mmus (TK/Jak)

 TYK2b Mmus (TK/Jak)

 TYK2b Hsap (TK/Jak)

 TsM 001229100 TK/Csk

 TsM 001136800 TK/TK-Unique

 Y38H6C.20 Cele (TK/TK-Unique)

 let-23 Cele (TK/EGFR)

 TsM 001001300 TK/EGFR

 TsM 000527700 TK/EGFR

 TsM 000399900 TK/EGFR

 Egfr Dmel (TK/EGFR)

 ErbB2 Hsap (TK/EGFR)

 ErbB2 Mmus (TK/EGFR)

 EGFR Mmus (TK/EGFR)

 EGFR Hsap (TK/EGFR)

 ErbB4 Hsap (TK/EGFR)

 ErbB4 Mmus (TK/EGFR)

 ErbB3 Mmus (TK/EGFR)

 ErbB3 Hsap (TK/EGFR)

 TsM 000483800 TK/FGFR

 TsM 001175100 TK/Csk

 F59F5.3 Cele (TK/TK-Unique)

 JAK2b Mmus (TK/Jak)

 ver-2 Cele (TK/KIN16)

 ver-4 Cele (TK/KIN16)

 ver-3 Cele (TK/KIN16)

 ver-1 Cele (TK/KIN16)

 kin-16 Cele (TK/KIN16)

 R09D1.13 Cele (TK/KIN16)

 T01G5.1 Cele (TK/KIN16)

 kin-15 Cele (TK/KIN16)

 R09D1.12 Cele (TK/KIN16)

 kin-30 Cele (TK/KIN16)

 C08H9.8 Cele (TK/KIN16)

 old-1 Cele (TK/KIN16)

 old-2 Cele (TK/KIN16)

 Y50D4B.6 Cele (TK/KIN16)

 kin-23 Cele (TK/KIN16)

 kin-23b Cele (TK/KIN16)
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