80

53

60

72

100 I: ANPa Mmus (RGC/RGC)
99 ANPa Hsap (RGC/RGC)

| ANPb Hsap (RGC/RGC)
100 L ANPb Mmus (RGC/RGC)

T01A4.1 Cele (RGC/RGC)
TsM 000016400 RGC/RGC

31
31

20

46

28

CG4224 Dmel (RGC/RGC)
CG3216 Dmel (RGC/RGC)

CG10738 Dmel (RGC/RGC)
Gyc32E Dmel (RGC/RGC)

99

97

Gyc76C Dmel (RGC/RGC)
KSGC Mmus (RGC/RGC)
— TsM 000351800 RGC/RGC

100

— TsM 001173100 RGC/RGC
TsM 000180000 RGC/RGC

TsM 000999800 RGC/RGC

87

14

89

CG9783 Dmel (RGC/RGC)

100 — CYGF Hsap (RGC/RGC)
|: CYGF Mmus (RGC/RGC)

27

o CYGX Mmus (RGC/RGC)

s — CYGD Hsap (RGC/RGC)

100 L CYGD Mmus (RGC/RGC)

gcy-12 Cele (RGC/RGC)

13

58

gcy-11 Cele (RGC/RGC)
| gcy-21 Cele (RGC/RGC)

100 L goy-15 Cele (RGC/RGC)
TsM 000575800 RGC/RGC

~ HSER Hsap (RGC/RGC)

100 - HSER Mmus (RGC/RGC)

98

100 |- gcy-2 Cele (RGC/RGC)
gcy-1 Cele (RGC/RGC)

63

81

gcy-3 Cele (RGC/RGC)

100

gcy-4 Cele (RGC/RGC)

gcy-5 Cele (RGC/RGC)

gcy-19 Cele (RGC/RGC)

63
100

gcy-22 Cele (RGC/RGC)

98

42

gcy-13 Cele (RGC/RGC)
gcy-6 Cele (RGC/RGC)
gcy-7 Cele (RGC/RGC)

95

68 |
100

gcy-17 Cele (RGC/RGC)
gcy-14 Cele (RGC/RGC)
gcy-20 Cele (RGC/RGC)

98

58

daf-11 Cele (RGC/RGC)
gcy-18 Cele (RGC/RGC)

56

100

gcy-23 Cele (RGC/RGC)
gcy-8 Cele (RGC/RGC)

C04H5.4 Cele (RGC/RGC)

97
35

gcy-9 Cele (RGC/RGC)

46

gcy-25 Cele (RGC/RGC)
gcy-27 Cele (RGC/RGC)

0.50

100 L—— odr-1 Cele (RGC/RGC)



