— PKCb Hsap (AGC/PKC/Alpha)
_— PKCb Mmus (AGC/PKC/Alpha)
— PKCa Mmus (AGC/PKC/Alpha)
L PKCa Hsap (AGC/PKC/Alpha)
— PKCg Hsap (AGC/PKC/Alpha)
L PKCg Mmus (AGC/PKC/Alpha)
— Pkc53E Dmel (AGC/PKC/Alpha)
L pke-2 Cele (AGC/PKC/Alpha)
— inaC Dmel (AGC/PKC/Alpha)

— TsM 000705800 AGC/PKC/Alpha

E5

TsM 000688600 AGC/PKC/Alpha
— PKCdelta Dmel (AGC/PKC/Delta)

33
100

100

— tpa-1 Cele (AGC/PKC/Delta)
— PKCt Mmus (AGC/PKC/Delta)
— PKCt Hsap (AGC/PKC/Delta)
— PKCd Mmus (AGC/PKC/Delta)

100

_— PKCd Hsap (AGC/PKC/Delta)
TsM 000748200 AGC/PKC/Eta
— Pkc98E Dmel (AGC/PKC/Eta)

95

— kin-13 Cele (AGC/PKC/Eta)
— PKCe Mmus (AGC/PKC/Eta)
— PKCe Hsap (AGC/PKC/Eta)
— PKCh Mmus (AGC/PK.C/Eta)
— PKCh Hsap (AGC/PKC/Eta)
— pkc-3 Cele (AGC/PKCllota)

100

ES

7

100

7

— TsM 000570600 AGC/PKCllota
aPKC Dmel (AGC/PKC/lota)
PKCz Hsap (AGC/PKC/lota)
PKCz Mmus (AGC/PKC/lota)
PK.Ci Hsap (AGC/PKC/lota)
PKCi Mmus (AGC/PKC/lota)

PKC1 Scer (AGC/PKG/PKG-Unclassified)
— Tsh 000164300 AGC/PKN

L Tshl 000890900 AGC/PKN

— PKN3 Hsap (AGC/PKN)

L PKN3 Mmus (AGC/PKN)

— CG2049 Dmel (AGC/PKN)

L F46F6.2 Cele (AGG/PKN)

— PKN2 Hsap (AGC/PKN)

L PKN2 Mmus (AGC/PKN)

— PKN1 Hsap (AGC/PKN)

100

— PKN1 Mmus (AGC/PKN)
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TsM 000011800 AGC/Akt
Akt1 Dmel (AGC/Akt)

100 — akt-2 Cele (AGC/Akt)

L aki-1 Cele (AGC/AK)
— AKT3 Hsap (AGC/A)
L AKT3 Mmus (AGCIAKt)
— AKT2 Mmus (AGC/IAKt)
L AKT?2 Hsap (AGC/Akt)
— AKT1 Hsap (AGC/Akt)
100 — AKT1 Mmus (AGGIAKt)
100 — YPKA1 Scer (AGCIAKt)
2] L yPK2 Scer (AGCIAKt)
L SCHY Scer (AGC/AK)

W10GB.2 Cele (AGC/SGK)
— SGK1 Mmus (AGC/SGK)
L SGK1 Hsap (AGC/SGK)
— SGK3 Mmus (AGC/SGK)
L SGK3 Hsap (AGC/SGK)
— SGK2 Mmus (AGC/SGK)

100 L— SGK?2 Hsap (AGC/SGK)
YBRO28C Scer (AGC/RSK/p70)
a8 — MSK1 Hsap (AGC/RSK/MSK)
78| L — MSK1 Mmus (AGC/RSK/MSK)
— MSK2 Hsap (AGC/RSK/MSK)
100 L— MSK2 Mmus (AGG/RSK/MSK)
JIL1b Dmel (AGC/RSK/MSK)

27

33

36

a7

25

C54G4.1 Cele (AGC/RSKIMSK)
p70S6Kb Hsap (AGC/RSK/p70)
p7056Kb Mmus (AGC/RSK/p70)
p70S6K Hsap (AGC/RSK/p70)
p7036K Mmus (AGG/RSK/pT0)
S6kll Dmel (AGC/RSK/p70)
Y47D23A 16 Cele (AGC/RSK/p70)
TsM 000003000 AGC/RSK/p70
TsM 001050300 AGC/RSK/p70
RO4A9 5 Cele (AGC/RSK/p70)

40 TsM 000880000 AGC/RSK/RSK
SBkb Dmel (AGC/RSK/RSK)
T01H8.1a Cele (AGC/IRSK/RSK)
— RSK3 Hsap (AGC/RSK/RSK)
L RSK3 Mmus (AGG/RSK/RSK)
— RSK1 Mmus (AGC/RSK/RSK)
L RSK1 Hsap (AGC/RSK/RSK)
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100
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93 — RSK2 Hsap (AGC/RSKIRSK)
— R5K2 Mmus (AGC/RSK/IRSK)
72| — R5K4 Hsap (AGC/RSK/RSK)
100 — R5K4 Mmus (AGC/RSK/RSK)
100 — KING2 Scer (AGC/RSK/IRSK-Unclassified)

17

100

58

L YNRO47W Scer (AGC/RSK/RSK-Unclassified)
100 — PKG1 Hsap (AGC/PKG)

L PKG1 Mmus (AGCIPKG)

for Dmel (AGC/IPKG)

PKG2 Mmus (AGC/PKG)

PKG2 Hsap (AGC/PKG)

TsM 000401800 AGC/PKG

— Pkg21D Dmel (AGC/PKG)

g2 L— TsM 001237600 AGC/IPKG

— egl-4 Cele (AGC/PKG)

38— C08G4 .2 Cele (AGC/PKG)

29
30

27

CG4839 Dmel (AGCIPKG)
100 — PRKY Hsap (AGC/PKA)
100 PRKX Hsap (AGC/PKA)
PRKX Mmus (AGC/PKA)
PKA-C3 Dmel (AGC/PKA)
F47F2.1 Cele (AGCIPKA)
—— TPK2 Scer (AGC/PKA)

T TPK3 Scer (AGC/PKA)
TPK1 Scer (AGC/PKA)

1 E[ Pka-C2 Dmel (AGC/PKA)
14 CG12069 Dmel (AGC/PKA)

TsM 000884800 AGC/PKA
TsM 000574800 AGC/PKA

52

32

TsM 000707600 AGC/PKA
E TsM 000274900 AGC/PKA
kin-1 Cele (AGC/PKA)

L Pka-C1 Dmel (AGC/PKA)
—— PKACg Hsap (AGC/PKA)

PKACb Mmus (AGC/PKA)
PKACb Hsap (AGC/PKA)
PKACa Mmus (AGC/PKA)
PKACa Hsap (AGC/PKA)

F28C10.3 Cele (AGC/AGC-Unigque)

MAST4 Hsap (AGC/MAST/MAST)
MAST4 Mmus (AGC/MAST/IMAST)
MAST3 Mmus (AGC/MASTIMAST)
MAST3 Hsap (AGC/MAST/MAST)
— MASTD Hoean (AT IBIASTIBAASTY
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100 —
100 —
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E3

1
a7

1
|
1
]

7
o0 —
3 I
53 [
97 L—
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B4
o0 —
75 |
100 —
100 —
100 —
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100

100
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MASTZ Hsap (AGC/MAST/MAST)
MASTZ2 Mmus (AGC/MAST/MAST)
MAST1 Mmus (AGC/MAST/MAST)
MAST1 Hsap (AGC/MAST/MAST)
TsM 000829500 AGC/MASTIMAST
kin-4 Cele (AGC/MAST/MAST)
C(G6498 Dmel (AGC/MAST/MAST)
RIM15 Scer (AGC/NDR)

gwl Dmel (AGC/MAST/MASTL)
TsM 000624500 AGC/MAST/MASTL
MASTL Mmus (AGC/MAST/MASTL)
MASTL Hsap (AGC/MAST/MASTL)
DBF2 Scer (AGC/NDR)

DBF20 Scer (AGC/NDR)

NDOR1 Mmus (AGC/NDR)

NDR1 Hsap (AGC/NDR)

NDR2 Mmus (AGC/NDR)

NDR2 Hsap (AGC/NDR)

trc Dmel (AGC/NDR)

sax-1 Cele (AGC/NDR)

CBK1 Scer (AGC/NDR)

T20F10.1 Cele (AGC/NDR)

TsM 001245000 AGC/NDR

wis Dmel (AGC/NDR)

LATS1 Hsap (AGC/NDR)

LATS1 Mmus (AGC/NDR)

LATS2 Mmus (AGC/NDR)

LATS2 Hsap (AGC/NDR)

CRIK Mmus (AGC/DMPK/CRIK)
CRIK Hsap (AGC/DMPKICRIK)
CG10522 Dmel (AGC/DMPK/CRIK)
TsM 001167400 AGC/DMPRICRIK
ROCK2 Hsap (AGC/DMPK/IROCK)
ROCKZ2 Mmus (AGC/DMPK/ROCK)
ROCK1 Hsap (AGC/DMPK/ROCK)
ROCK1 Mmus (AGC/DMPK/ROCK)
rok Dmel (AGC/DMPK/ROCK)
let-502 Cele (AGC/DMPK/ROCK)
TsM 000630300 AGC/DMPKRIROCK
TsM 000908500 AGC/DMPKIROCK
TsM 001112800 AGC/DMPKIGEK
DMPKZ2 Hsap (AGC/DMPK/GEK)
DMPK2 Mmus (AGC/DMPKI/GEK)
DMPEA Mmus (AGC/DMPEIGEK)



100

100 —

41

DMPK1 Mmus (AGC/DMPKIGEK)
DMPK1 Hsap (AGC/DMPKIGEK)
K08B12.5 Cele (AGC/DMPKIGEK)
gek Dmel (AGC/DMPKI/GEK)
MRCKb Mmus (AGC/DMPK/GEK)
MRCKb Hsap (AGC/DMPKIGEK)
MRCKa Hsap (AGC/DMPKIGEK)
MRCKa Mmus (AGC/DMPK/GEK)
YANK1 Mmus (AGC/YANK)
YANK1 Hsap (AGC/YANK)
YANK2 Hsap (AGC/YANK)
YANK2 Mmus (AGC/YANK)
YANKS3 Mmus (AGC/YANK)
YANKS3 Hsap (AGC/YANK)
CG9818 Dmel (AGC/YANK)
MO3C11.1 Cele (AGC/YANK)
BARK1 Hsap (AGC/GRK/BARK)
BARK1 Mmus (AGC/GRK/BARK)
BARK2 Mmus (AGC/GRK/BARK)
BARK2 Hsap (AGC/GRK/BARK)
Gprk1 Dmel (AGC/GRK/BARK)
W02B3.2 Cele (AGC/GRK/BARK)
TsM 000893400 AGC/GRK/BARK
TsM 001083700 AGC/GRK/BARK
RHOK Hsap (AGC/GRK/GRK)
RHOK Mmus (AGC/GRK/GRK)
GPRK7 Hsap (AGC/GRKI/GRK)
F19C6.1 Cele (AGC/GRK/GRK)
TsM 000328400 AGC/GRK/GRK
Gprk2 Dmel (AGC/GRK/GRK)
GPRKS Hsap (AGC/GRKI/GRK)
GPRKB Mmus (AGC/GRK/GRK)
GPRK4 Mmus (AGC/GRK/GRK)
GPRK4 Hsap (AGC/GRKI/GRK)
GPRKS Mmus (AGC/GRK/GRK)
GPRKS Hsap (AGC/GRKI/GRK)
SgK494 Mmus (AGC/RSKR)
SgK494 Hsap (AGC/RSKR)
F31E3.2 Cele (AGC/RSKR)
Pk17E Dmel (AGC/RSKR)

TsM 001030700 AGC/RSK/p70
PDK1 Mmus (AGC/PDK1)

PDK1 Hsap (AGC/PDK1)

Pk61C Dmel (AGC/PDK1)



10

a4

22

(= L PKEI1C Dmel (AGC/PDK1)

TsM 000601600 AGC/PDK1

— YDR466W Scer (AGC/PDK1)
75 _|: PKH1 Scer (AGC/IPDK1)

100 L— PKH2 Scer (AGCIPDK1)

I: W04B5.5 Cele (AGC/IPDK1)

43 pdk-1 Cele (AGC/PDK1)

EE

a7

100

a4
100

=

JIL1 Dmel (AGC/RSK/MSK)
MSK2b Hsap (AGC/RSK/MSK)
MSK2b Mmus (AGC/RSK/MSK)
MSK1b Hsap (AGC/RSK/MSK)
MSK1b Mmus (AGC/RSK/MSK)
C54G4.1b Cele (AGC/RSK/MSK)

7

100

100 100

TO1H8.1ab Cele (AGC/RSK/RSK)
S6k Dmel (AGC/IRSK/RSK)
— RSK4b Hsap (AGC/RSK/RSK)
L RSK4b Mmus (AGC/RSK/RSK)
— RSK1b Hsap (AGC/RSK/RSK)
L RSK1b Mmus (AGC/RSK/RSK)
— RSK2b Hsap (AGC/RSK/RSK)
L RSK2b Mmus (AGC/RSK/RSK)
— RSK3b Mmus (AGC/RSK/RSK)
L RSK3b Hsap (AGC/RSK/RSK)
— F55C5.7 Cele (AGC/RSKL)

29
a7

L CG7156 Dmel (AGC/RSKL)
— RSKL2 Hsap (AGC/RSKL)
L RSKL2 Mmus (AGC/RSKL)
— RSKL1 Hsap (AGC/RSKL)

— RSKL1 Mmus (AGC/RSKL)



