19

89

99 — C05C12.1 Cele (CK1/TTBKL)
9 I: D2024.1 Cele (CK1/TTBKL)

91

51

Y73B6A.2 Cele (CK1/TTBKL)

C49C8.1 Cele (CK1/TTBKL)

99 Y71F9AL.2 Cele (CK1/TTBKL)

98

F32B6.10 Cele (CK1/TTBKL)
C04G2.2 Cele (CK1/TTBKL)

— W01B6.2 Cele (CK1/TTBKL)

99

C45G9.1 Cele (CK1/TTBKL)

98

60

R10D12.10 Cele (CK1/TTBKL)

W09C3.1 Cele (CK1/TTBKL)

T11F8.4 Cele (CK1/TTBKL)

52

66

14

29

32

99

Y47G6A.13 Cele (CK1/TTBKL)

D2045.5 Cele (CK1/TTBKL)

99 |'C5

6C10.6 Cele (CK1/TTBKL)

F54H5.2 Cele (CK1/TTBKL)

99

29

F35C1

95

99

C53A5.4 Cele (CK1/TTBKL)

—— KO6H7.8 Cele (CK1/TTBKL)

1.3 Cele (CK1/TTBKL)

W03G9.5 Cele (CK1/TTBKL)

C14A4.13 Cele (CK1/TTBKL)

B0207.7 Cele (CK1/TTBKL)

—— F26A1.4 Cele (CK1/TTBKL)

42

— ZK354.6 Cele (CK1/TTBKL)

44

M7.7 Cele (CK1/TTBKL)

80

78

WO06F12.3 Cele (CK1/TTBKL)

T05C12.1 Cele (CK1/TTBKL)

99

93

15

11

90

33

89

48

97

95

95

ZC581.2 Cele (CK1/TTBKL)

ZK666.8 Cele (CK1/TTBKL)

C03C10.2 Cele (CK1/TTBKL)

87

TsM

99

97

T19D12.5 Cele (CK1/TTBKL)

TsM 000047000 CK1/TTBK
R90.1 Cele (CK1/TTBK)
TsM 000732000 CK1/TTBK

—— CG11533 Dmel (CK1/TTBK)

000083200 CK1/TTBK

TTBK1 Mmus (CK1/TTBK)

TTBK1 Hsap (CK1/TTBK)

- TTBK2 Hsap (CK1/TTBK)

L TTBK2 Mmus (CK1/TTBK)

—— C09B9.4 Cele (CK1/Worm6)

——— C49C3.2 Cele (CK1/Worm6)

spe-6 Cele (CK1/Worm6)

[ C34B2.3 Cele (CK1/Worm6)

99 L F33D11.7 Cele (CK1/Worm6)

34

99

70

75

35

o

T09B4.7

C09D4.3 Cele (CK1/Worm6)

Cele (CK1/Worm6)

90 | C55B7.10 Cele (CK1/Worm6)

74

99 | F36H12.8 Cele

(CK1/Worm6)

R13H9.5 Cele (CK1/Worm6)

| C39H7.1 Cele (CK1/Worm6)
99 L Y38HB8A.3 Cele (CK1/Worm6)

ZK596.2 Cele (CK1/Worme)

CO8F8.6

31

69

48

K11C4.1

Cele (CK1/Worm6)

C50F4.10 Cele (CK1/Worm6)

Cele (CK1/Worm11)

80

99

C25H3.1 Cele (CK1/CK1-Unique)

48

F59E12.3 Cele (CK1/Worm6)
(CK1/Worm6)

9o  R13H9.6 Cele
| F36H12.9 Cele (CK1/Worm6)

——— B0218.5 Cele (CK1/Worm6)

63

Y69F12A.1 Cele (CK1/Worm6)

r Y65B4A.9 Cele (CK1/Worm6)

80

42

93

99

.1 Cele

99 L ZK354.2 Cele (CK1/Worm6)

C38C3.4 Cele (CK1/Worm6)
F41G3.5 Cele (CK1/Worm6)

I: C27D8

(CK1/Worm6)

F53C3.1 Cele (CK1/Worm6)

—— Y39G8C.2 Cele (CK1/Worm6)

F38E1.3 Cele (CK1/Worm6)

81

T15B12.2 Cele (CK1/CK1-Unique)

61

98

99

1

ZK507.3 Cele (CK1/CK1-Unique)
HO5L14.1b Cele (CK1/Dual)

F59A6.4b Cele (CK1/Dual)

90 L TO5A7.6b Cele (CK1/Dual)

99

— TO5A7.6 Cele (CK1/Dual)
L F59A6.4 Cele (CK1/Dual)

HO5L14.1 Cele (CK1/Dual)

31

F26A1.3 Cele (CK1/Worm10)

F25F2.1 Cele (CK1/Worm10)

42

98

56

KO9E4.1 Cele (CK1/CK1-Unique)

99  VRK1 Hsap (CK1/VRK)

70

L VRK1 Mmus (CK1/VRK)

— VRK2 Hsap (CK1/VRK)

45

90 L VRK2 Mmus (CK1/VRK)

VRK3 Hsap (CK1/VRK)

66

9 L— VRK3 Mmus (CK1/VRK)

TsM 000338400 CK1/VRK

19

75

F28B12.3 Cele (CK1/VRK)
ball Dmel (CK1/VRK)

CG8878 Dmel (CK1/VRK)

96

64

74

TO1H10.4 Cele (CK1/Worm7)

ZC373.3 Cele (CK1/Worm7)

99 K04C1.5 Cele (CK1/Worm9)

51

99

EO2H4.6 Cele (CK1/Worm9)
F39F10.3 Cele (CK1/Worm8)

F39F10.2 Cele (CK1/Worm8)

57

F22F1.2 Cele (CK1/Worm8)

72

84

99

99

1
1

CK

51

99
99

42

b8
75

— Y1

99

99 [ YCK1

—— TsM

F16B12.5 Cele (CK1/CK1-Unique)

CK1g2 Hsap (CK1/CK1/CK1-G)
CK1g2 Mmus (CK1/CK1/CK1-G)
CK1g1 Mmus (CK1/CK1/CK1-G)
CK1g1 Hsap (CK1/CK1/CK1-G)

193 Mmus (CK1/CK1/CK1-G)

CK1g3 Hsap (CK1/CK1/CK1-G)

06GBE.6 Cele (CK1/CK1/CK1-G)

— gish Dmel (CK1/CK1/CK1-G)

000049200 CK1/CK1/CK1-G

YCK3 Scer (CK1/CK1/CK1-G)

YCK2 Scer (CK1/CK1/CK1-G)

Scer (CK1/CK1/CK1-G)

95

47

0.50

29

CG9962 Dmel (CK1/CK1/CK1-Unclassified)

TsM 000114500 CK1/CK1/CK1-A

86
64

o

34

21

36

91

94 CK1e

64 CK1e
CK1d
CK1d

dco

83

90

CG12147 Dmel (CK1/CK1/CK1-Unclassified)
Mmus (CK1/CK1/CK1-D)

Hsap (CK1/CK1/CK1-D)

Hsap (CK1/CK1/CK1-D)

Mmus (CK1/CK1/CK1-D)

Dmel (CK1/CK1/CK1-D)

—— F46F2.2 Cele (CK1/CK1/CK1-D)
TsM 000187500 CK1/CK1/CK1-D

HRR25 Scer (CK1/CK1/CK1-D)

CG7094 Dmel (CK1/CK1/CK1-A)

CG2577 Dmel (CK1/CK1/CK1-Unclassified)

TsM 000029700 CK1/CK1/CK1-A

TsM 000761900 CK1/CK1/CK1-A

— C03C10.1 Cele (CK1/CK1/CK1-A)
CK1a Mmus (CK1/CK1/CK1-A)

| CK1a Hsap (CK1/CK1/CK1-A)

— CK1a2 Hsap (CK1/CK1/CK1-A)

—— Cklalpha Dmel (CK1/CK1/CK1-A)

TsM 000551400 CK1/CK1/CK1-A

TsM 000501700 CK1/CK1/CK1-A



