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Appendix B Tables

Table S3. Evolution models selected using Akaike Information Criterion (AIC) for each taxonomic group used to build the supermatrix on trnL intron data. The TVM+I+ Γ (p-inv = 0.3950; gamma shape = 0.6250) was the model selected for the rbcL, and GTR+I+Γ (p-inv = 0.0220; gamma shape = 1.4540) for matK gene.
	Orders/Taxonomic group
	Models
	p-invar
	gamma shape

	Apiales, Asterales, Aquifoliales
	TVM+Γ
	-
	1.06

	Arecales
	HKY+I
	0.904
	-

	Boraginales, Lamiales and Solanales
	TVM+Γ
	-
	0.684

	Caryophyllales and Ericales
	HKY
	-
	-

	Proteales
	TIM1+Γ
	-
	0.79

	Fabales
	TIM1+Γ
	-
	0.942

	Gentianales
	TVM+Γ
	-
	0.755

	Lauraceae
	HKY
	-
	-

	Monimiaceae
	GTR
	-
	-

	Magnoliales
	TPM2uf+Γ
	-
	1.252

	Winteraceae
	TPM2uf
	-
	-

	Caryocaraceae
	HKY
	-
	-

	Clusiaceae sensu lato
	HKY+Γ
	-
	0.423

	Erythroxylaceae
	TIM1
	-
	-

	Malpighiaceae e Chrysobalanaceae
	TVM+I
	0.491
	-

	Salicaceae, Humiriaceae Ochnaceae and Euphorbiaceae senso lato
	TrN+Γ
	-
	0.709

	Violaceae
	GTR
	-
	-

	Malvales Sapindales and Brassicales
	TVM+Γ
	-
	0.915

	Myrtales
	TPM1uf+Γ
	-
	0.912

	Oxalidales
	TIM1+Γ
	-
	0.743

	Piperales
	TVM+Γ
	-
	0.611

	Rosales
	TVM+Γ
	-
	0.849

	Olacaceae sensu lato
	TIM1+I
	0.502
	-




Table S4. Calibration points used as minimum age constraints for divergence dating of the Cerrado biome species. 
	Order 
	Family 
	Clade 
	Type 
	Age (mya) 
	Reference 

	Angiosperms 
	- 
	Angiosperm crown node 
	Molecular dating 
	169 (157 – 186) 
	Moore et al., 2010 

	Apiales 
	Araliaceae 
	Araliaceae 
	Molecular dating 
	41 – 45 
	Wikstrom et al., 2001 

	Arecales 
	Arecaceae 
	Acrocomia, Syagrus, Attalea, Butia Astrocaryum, Bactris 
	Molecular dating 
	50 (+-1) 
	Roncal et al., 2011 

	Brassicales 
	Caricaceae 
	Jacaratia and Vasconcellea 
	Molecular dating 
	22,4 (16,2 – 29,7) 
	Carvalho & Renner, 2012 

	Chloranthales, Canellales, Magnoliales 
	Chlorantaceae, Magnoliaceae, Winteraceae 
	Drimys, Magnolia and Hedyosmum 
	Molecular dating 
	145,6 (132,9 – 164) 
	Zhang et al., 2011 

	Ericales 
	Clethraceae, Ebenaceae, Ericaceae, Lecythidaceae, Marcgraviaceae, Myrsinaceae, Primulaceae, Sapotaceae, Styracaceae, Symplocaceae, Theaceae 
	Clethraceae, Ebenaceae, Ericaceae, Lecythidaceae, Marcgraviaceae, Myrsinaceae, Primulaceae, Sapotaceae, Styracaceae, Symplocaceae, Theaceae 
	Fossil 
	89.5 
	Magallón et al., 2009 

	Fabales 
	Fabaceae 
	Crown node of Fabaceae 
	Fossil 
	60 
	Crawley, 1988 

	Fabales 
	Fabaceae 
	Papilionoideae 
	Fossil 
	55 
	Crepet & Herendeen, 1992 

	Fabales 
	Fabaceae 
	Ingeae 
	Fossil 
	45 
	Guinet et al., 1987 

	Gentianales 
	Apocynaceae, Loganiaceae, Rubiaceae' 
	Apocynaceae, Loganiaceae, Rubiaceae 
	Fossil 
	53.2 
	Magallón et al., 2009 

	Gentianales 
	Apocynaceae 
	Apocynaceae 
	Molecular dating 
	45 – 53 
	Wikstrom et al., 2001 

	Gentianales 
	Rubiaceae 
	Rubiaceae 
	Fossil 
	45 
	Bremer et al., 2009 

	Lamiales 
	Bignoniaceae, Lamiaceae, Oleaceae 
	Bignoniaceae, Lamiaceae, Oleaceae 
	Fossil 
	37 
	Magallón et al., 2009 

	Laurales 
	Monimiaceae 
	Mollinedia e Macroplepus 
	Molecular dating 
	11,26 (15,5 – 5,5) 
	Renner et al., 2010 

	Magnoliales 
	Annonaceae and Magnoliaceae 
	Endressinia– Magnoliaceae and Annonaceae 
	Fossil 
	115 
	Mohr et al., 2004 

	Magnoliales 
	Annonaceae 
	Futabanthus –Annonaceae 
	Fossil 
	89 
	Takahashi et al., 2008 

	Magnoliales 
	Winteraceae 
	Drimys brasiliense and Drimys winteri 
	Molecular dating 
	15,19 (+-0,61) 
	Marquínez et al., 2009 

	Malpighiales 
	Malpighiaceae 
	Eoglandulosa warmanensis, Byrsonima and Blepharandra 
	Fossil 
	43 
	Taylor & Crepet, 1987 

	Malpighiales 
	Euphorbiaceae 
	Manihot 
	Molecular dating 
	6.6 
	Chacón et al., 2008 

	Malpighiales 
	Euphorbiaceae 
	Euphorbiaceae 
	Molecular dating 
	69 – 71 
	Wikstrom et al., 2001 

	Myrtales 
	Melastomataceae 
	Melastomataceae crown node 
	Fossil 
	53 
	Renner et al., 2001 

	Myrtales 
	- 
	Myrtales (Combretaceae, Lythraceae, Melastomataceae, Myrtaceae, Thymelaeaceae, Vochysiaceae) 
	Molecular dating 
	100 – 107 
	Wikstrom et al., 2001 

	Myrtales 
	Vochysiaceae 
	Vochysiaceae 
	Molecular dating 
	36 
	Sytsma et al., 2004 

	Oxalidalis 
	Elaeocarpaceae 
	Sloanea 
	Molecular dating 
	29 (27 – 31) 
	Crayn et al., 2006 

	Proteales 
	Proteaceae 
	Euplassa and Panopsis 
	Molecular dating 
	62,793 (57,606 – 68,447) 
	Mast et al., 2008 

	Rosales 
	Moraceae 
	Moraceae 
	Molecular dating 
	90 
	Datwyler & Weiblen, 2004 

	Sapindales 
	Burseraceae 
	Bursera, Commiphora, Tetragastris, Protium, Trattinnickia 
	Molecular dating 
	58 (55,8 – 60,2) 
	Weeks et al., 2005 

	Sapindales 
	Rutaceae 
	Rutaceae 
	Molecular dating 
	45 – 47 
	Wikstrom et al., 2001 






Table S7. Alpha phylogenetic diversity indices for Cerrado habitats for all species and for exclusive species. N, number of species; PDobs observed phylogenetic diversity;   PDnull phylogenetic diversity for the null model; MPDobs, mean pairwise observed phylogenetic distance; MPDnull: mean phylogenetic distance for the null model;  MNTDobs, observed mean nearest taxon distance; MNTDnull, mean nearest taxon distance for the null model; SD, standard deviation.








	Habitat
	N
	PDobs
	PDnull (SD)
	MPDobs
	MPDnull (SD)
	MNTDobs
	MNTDnull (SD)

	All species
	
	
	
	
	
	
	

	Rocky savannas
	369
	7041.08
	8143.65 (181.82)
	202.45
	203.97 (2.26)
	21.08
	24.50 (1.16)

	Savannas 
	844
	12429.34
	13039.95 (173.87)
	201.43
	204.30 (1.17)
	16.83
	17.98 (0.48)

	Riparian forests
	956
	13878.38
	14039.64 (169.39)
	206.94
	204.36 (1.04)
	17.29
	17.31 (0.41)

	SDTFs
	504
	9588.01
	9695.58 (178.91)
	201.95
	204.11 (1.80)
	21.55
	21.57 (0.84)

	Exclusive species
	
	
	
	
	
	
	

	Rocky savannas
	74
	2657.59
	3214.94 (148.02)
	195.55
	203.77 (5.64)
	37.55
	53.72 (4.85)

	Savannas 
	51
	2200.00
	2543.73 (132.66)
	187.51
	203.79 (6.94)
	50.66
	63.67 (6.71)

	Riparian forests
	353
	7753.04
	7945.65 (180.23)
	207.45
	204.01 (2.28)
	25.76
	25.01 (1.18)

	SDTFs
	141
	4425.98
	4730.96 (164.71)
	203.07
	203.91 (3.95)
	37.18
	39.15 (2.84)

















Table S8. Phylogenetic dissimilarity (PhyloSor dissimilarity index) among Cerrado habitats for all species and for exclusive species. Below diagonal, phylogenetic dissimilarity, above diagonal, the proportion of phylogenetic beta diversity explained by turnover component. In bold, higher contribution of the turnover than the nestedness component of phylogenetic dissimilarity. Values of Phylosor followed by ns are not significant (p > 0.05).
	
	
	All species
	Exclusive species

	Habitat
	Rocky savannas
	Savannas 
	Riparian forests
	SDTFs
	Rocky savannas
	Savannas 
	Riparian forests
	SDTF

	All species
	
	
	
	
	
	
	
	

	Rocky savannas
	-
	0.201
	0.251
	0.418
	
	
	
	

	Savannas
	0.422
	-
	0.299
	0.289
	
	
	
	

	Riparian forest
	0.496
	0.337
	-
	0.247
	
	
	
	

	SDTFs
	0.507
	0.380
	0.384
	-
	
	
	
	

	Exclusive species
	
	
	
	
	
	
	
	

	Rocky savannas
	
	
	
	
	-
	0.544
	0.353
	0.460

	Savannas
	
	
	
	
	0.587
	-
	0.355
	0.522

	Riparian forests
	
	
	
	
	0.670
	0.715
	-
	0.403

	SDTFs
	
	
	
	
	0.595
	0.682
	0.566
	-





Table S9. Taxonomic dissimilarities (Sorenson dissimilarity index) among Cerrado habitats for all species and for exclusive species. Below diagonal, phylogenetic dissimilarity, above diagonal, the proportion of phylogenetic beta diversity explained by turnover component. In bold, higher contribution of the turnover than the nestedness component of phylogenetic dissimilarity. 
	
	All species
	Exclusive species

	Habitat
	Rocky savannas
	Savannas 
	Riparian forests
	SDTFs
	Rocky savannas
	Savannas 
	Riparian forests
	SDTF

	All species
	
	
	
	
	
	
	
	

	Rocky savannas
	-
	0.420
	0.564
	0.827
	
	
	
	

	Savannas
	0.640
	-
	0.537
	0.589
	
	
	
	

	Riparian forest
	0.754
	0.567
	-
	0.536

	
	
	
	

	SDTFs
	0.857
	0.689
	0.676
	-
	
	
	
	

	Exclusive species
	
	
	
	
	
	
	
	

	Rocky savannas
	
	
	
	
	-
	1.000
	1.000
	1.000

	Savannas
	
	
	
	
	1.000
	-
	1.000
	1.000

	Riparian forests
	
	
	
	
	1.000
	1.000
	-
	1.000

	SDTFs
	
	
	
	
	1.000
	1.000
	1.000
	-






Table S10. Comparative fit of three alternative continuous-time Markov models of discrete trait evolution. ARD, all-rates-different; SYM, symmetrical model; ER: equal-rates. ∆AICc, difference in Akaike information criterion corrected for sample size; AICw; Akaike information criterion weight. Model fit was assessed using AICc. In bold, the best-fitting model support from the data.
	Model
	∆AICc
	AICc
	AICw
	log-likelihood

	ARD
	0
	6066.540
	1.00
	-2990.180

	SYM
	300.326
	6366.866
	< 0.001
	-3162.157

	ER
	494.102
	6560.643
	< 0.001
	-3279.320

	
	
	
	
	














Table S11. State changes for ancestral habitat reconstruction using seven habitat states: riparian forests (RF);  riparian forests and savannas (RF and S); savannas (S); seasonally dry forests (SDTFs); seasonally dry forests and riparian forests (SDTF and RF); seasonally dry forests and savannas (SDTF and S); generalists (G).
	State changes 
	State ID

	SDTF to SDTF and RF
	1

	SDTF to SDTF and S
	2

	SDTF to G
	3

	SDTF to RF
	4

	SDTF to RF and S
	5

	SDTF to S
	6

	SDTF and RF to SDTF
	7

	SDTF and RF to SDTF and S
	8

	SDTF and RF to G
	9

	SDTF and RF to RF
	10

	SDTF and RF to RF and S
	11

	SDTF and RF to SW
	12

	SDTF and S to SDTF
	13

	SDTF and S to SDTF and RF
	14

	SDTF and S to G
	15

	SDTF and S to RF
	16

	SDTF and S to RF and S
	17

	SDTF and S to S
	18

	G to SDTF
	19

	G to SDTF and RF
	20

	G to SDTF and S
	21

	G to RF
	22

	G to RF and S
	23

	G to S
	24

	RF to SDTF
	25

	RF to SDTF and RF
	26

	RF to SDTF and S
	27

	RF to G
	28

	RF to RF and S
	29

	RF to S
	30

	RF and S to SDTF
	31

	RF and S to SDTF and RF
	32

	RF and S to SDTF and S
	33

	RF and S to G
	34

	RF and S to RF
	35

	RF and S to S
	36

	S to SDTF
	37

	S to SDTF and RF
	38

	S to SDTF and S
	39

	S to G
	40

	S to RF
	41

	S to RF and S
	42
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