
Supplementary Table S2

	Gene_id
	readcount_B_period
	readcount_L_period
	log2.Fold_change.
	pvalue
	qvalue
	gene_name
	description

	1.06E+08
	4.784391
	77.46238
	-4.0171
	8.91E-19
	4.47E-16
	LOC106029425
	endogenous retrovirus group K member 18 Pol protein-like

	1.06E+08
	91.87653
	11.54304
	2.9927
	5.32E-16
	2.27E-13
	LOC106029504
	class I histocompatibility antigen%2C F10 alpha chain-like

	1.06E+08
	86.92996
	36.34626
	1.258
	1.95E-05
	0.001737
	LOC106029739
	epoxide hydrolase 1-like%2C

	1.06E+08
	5.352031
	26.04339
	-2.2828
	6.14E-05
	0.004618
	MDGA1
	MAM domain containing glycosylphosphatidylinositol anchor 1%2C

	1.06E+08
	6.325127
	30.52705
	-2.2709
	1.52E-05
	0.001395
	CERS6
	ceramide synthase 6

	1.06E+08
	47.11409
	101.884
	-1.1127
	8.09E-07
	0.000104
	KALRN
	kalirin%2C RhoGEF kinase%2C

	1.06E+08
	12.56916
	65.06077
	-2.3719
	9.76E-11
	2.27E-08
	IMPG1
	interphotoreceptor matrix proteoglycan 1

	1.06E+08
	28.70635
	67.35029
	-1.2303
	1.62E-05
	0.001467
	COL12A1
	collagen%2C type XII%2C alpha 1

	1.06E+08
	35.27475
	81.85064
	-1.2144
	2.48E-06
	0.000276
	KCNQ5
	potassium channel%2C voltage gated KQT-like subfamily Q%2C member 5%2C

	1.06E+08
	30.40927
	4.769851
	2.6725
	1.17E-05
	0.0011
	RSAD2
	radical S-adenosyl methionine domain containing 2

	1.06E+08
	12.00152
	65.63315
	-2.4512
	3.68E-11
	9.49E-09
	PTPRO
	protein tyrosine phosphatase%2C receptor type%2C O%2C

	1.06E+08
	156.7496
	453.6128
	-1.533
	6.85E-39
	6.76E-36
	LOC106031283
	Ig lambda chain V-I region BL2-like isoform X50

	1.06E+08
	12.32589
	50.65582
	-2.039
	1.67E-07
	2.29E-05
	LOC106031388
	sodium-dependent serotonin transporter-like

	1.06E+08
	26.67906
	76.6992
	-1.5235
	9.26E-08
	1.37E-05
	LOC106031687
	protein NDNF-like

	1.06E+08
	753.5011
	1524.349
	-1.0165
	2.11E-71
	4.17E-68
	COCH
	cochlin

	1.06E+08
	9.244417
	59.90933
	-2.6961
	3.11E-11
	8.34E-09
	NEURL1
	neuralized E3 ubiquitin protein ligase 1%2C

	1.06E+08
	10.70406
	52.65915
	-2.2985
	1.06E-08
	1.86E-06
	RGR
	retinal G protein coupled receptor

	1.06E+08
	554.0163
	155.4971
	1.833
	3.21E-48
	3.90E-45
	CTGF
	connective tissue growth factor

	1.06E+08
	28.54417
	73.5511
	-1.3656
	1.23E-06
	0.000153
	LOC106032484
	protein SOGA3%2C

	1.06E+08
	124.4753
	62.00806
	1.0053
	2.94E-05
	0.002551
	GFPT2
	glutamine-fructose-6-phosphate transaminase 2%2C

	1.06E+08
	3.568021
	28.33291
	-2.9893
	1.61E-06
	0.00019
	LOC106033208
	cyclic nucleotide-gated cation channel beta-1-like

	1.06E+08
	10.3797
	54.4717
	-2.3917
	2.72E-09
	5.30E-07
	ADRA2C
	adrenoceptor alpha 2C

	1.06E+08
	28.54417
	67.73188
	-1.2466
	1.27E-05
	0.001179
	LOC106033350
	glucagon receptor-like

	1.06E+08
	14.19099
	43.69183
	-1.6224
	2.62E-05
	0.002298
	CRYM
	crystallin%2C mu%2C

	1.06E+08
	14.75863
	48.0801
	-1.7039
	5.24E-06
	0.000531
	EML5
	echinoderm microtubule associated protein like 5

	1.06E+08
	66.90039
	143.4771
	-1.1007
	6.31E-09
	1.17E-06
	ADAP1
	ArfGAP with dual PH domains 1%2C

	1.06E+08
	426.1352
	34.05674
	3.6453
	2.55E-81
	6.72E-78
	CYTL1
	cytokine-like 1

	1.06E+08
	22.05685
	63.34362
	-1.522
	1.23E-06
	0.000153
	RBP3
	retinol binding protein 3%2C interstitial

	1.06E+08
	147.343
	52.27757
	1.4949
	1.32E-10
	2.94E-08
	TNIP2
	TNFAIP3 interacting protein 2

	1.06E+08
	9.649874
	59.81393
	-2.6319
	5.54E-11
	1.35E-08
	AANAT
	aralkylamine N-acetyltransferase

	1.06E+08
	7.460407
	31.48102
	-2.0772
	3.03E-05
	0.002587
	NRN1
	neuritin 1

	1.06E+08
	186.5102
	63.62981
	1.5515
	9.51E-14
	3.07E-11
	AKAP11
	A kinase (PRKA) anchor protein 11%2C

	1.06E+08
	15.81282
	52.65915
	-1.7356
	1.41E-06
	0.000171
	LAPTM4B
	lysosomal protein transmembrane 4 beta%2C

	1.06E+08
	16.9481
	51.89598
	-1.6145
	4.94E-06
	0.000507
	PROM1
	prominin 1%2C

	1.06E+08
	38.5995
	79.65651
	-1.0452
	3.09E-05
	0.002595
	SEMA3C
	sema domain%2C immunoglobulin domain (Ig)%2C short basic domain%2C secreted%2C (semaphorin) 3C%2C

	1.06E+08
	12.00152
	55.61646
	-2.2123
	8.79E-09
	1.58E-06
	KIAA1324L
	KIAA1324-like ortholog%2C

	1.06E+08
	113.0414
	426.7109
	-1.9164
	1.97E-48
	2.60E-45
	ASMT
	acetylserotonin O-methyltransferase%2C

	1.06E+08
	49.8712
	9.253511
	2.4301
	1.14E-07
	1.63E-05
	LGALS1
	lectin%2C galactoside-binding%2C soluble%2C 1

	1.06E+08
	47.51955
	14.11876
	1.7509
	3.64E-05
	0.002983
	NR4A3
	nuclear receptor subfamily 4%2C group A%2C member 3

	1.06E+08
	706.4681
	340.8535
	1.0515
	3.13E-25
	2.06E-22
	SLC39A6
	solute carrier family 39 (zinc transporter)%2C member 6%2C

	1.06E+08
	47.19518
	14.11876
	1.741
	4.18E-05
	0.003335
	LOC106036132
	interferon-induced GTP-binding protein Mx%2C

	1.06E+08
	158.2904
	68.39966
	1.2105
	2.50E-08
	3.95E-06
	COL4A4
	collagen%2C type IV%2C alpha 4

	1.06E+08
	239.4628
	772.8112
	-1.6903
	8.99E-74
	2.03E-70
	MFGE8
	milk fat globule-EGF factor 8 protein

	1.06E+08
	44.76244
	168.9481
	-1.9162
	3.56E-20
	2.01E-17
	CHGA
	chromogranin A

	1.06E+08
	248.7073
	92.05812
	1.4338
	7.16E-16
	2.97E-13
	ABCA13
	ATP-binding cassette%2C sub-family A (ABC1)%2C member 13

	1.06E+08
	31.30127
	194.7053
	-2.637
	2.43E-32
	2.13E-29
	DDC
	dopa decarboxylase (aromatic L-amino acid decarboxylase)%2C

	1.06E+08
	18.56993
	55.80726
	-1.5875
	2.82E-06
	0.00031
	TTC8
	tetratricopeptide repeat domain 8%2C

	1.06E+08
	161.6962
	61.81727
	1.3872
	2.46E-10
	5.26E-08
	ADAMTS1
	ADAM metallopeptidase with thrombospondin type 1 motif%2C 1

	1.06E+08
	56.19632
	119.6279
	-1.09
	1.40E-07
	1.95E-05
	LOC106037025
	extracellular fatty acid-binding protein-like

	1.06E+08
	73.46879
	326.9256
	-2.1538
	6.44E-43
	6.78E-40
	SLC14A2
	solute carrier family 14 (urea transporter)%2C member 2

	1.06E+08
	99.41803
	34.53372
	1.5255
	8.13E-08
	1.21E-05
	LIPG
	lipase%2C endothelial

	1.06E+08
	15.89391
	60.95869
	-1.9394
	2.58E-08
	4.04E-06
	CLUL1
	clusterin-like 1 (retinal)

	1.06E+08
	6.162945
	30.81324
	-2.3219
	1.08E-05
	0.001039
	LOC106037667
	aryl-hydrocarbon-interacting protein-like 1

	1.06E+08
	33.40965
	72.31094
	-1.1139
	3.19E-05
	0.002653
	TEKT2
	tektin 2 (testicular)%2C

	1.06E+08
	21.08376
	64.67918
	-1.6172
	3.32E-07
	4.40E-05
	RP1L1
	retinitis pigmentosa 1-like 1

	1.06E+08
	15.24518
	54.4717
	-1.8372
	3.62E-07
	4.76E-05
	IMPG2
	interphotoreceptor matrix proteoglycan 2

	1.06E+08
	135.5848
	279.5133
	-1.0437
	6.29E-15
	2.42E-12
	CHKA
	choline kinase alpha%2C

	1.06E+08
	35.11257
	80.41969
	-1.1956
	3.90E-06
	0.000408
	PENK
	proenkephalin

	1.06E+08
	137.7743
	53.04074
	1.3771
	6.37E-09
	1.17E-06
	LOC106039164
	probable cation-transporting ATPase 13A5

	1.06E+08
	29.59835
	76.60381
	-1.3719
	6.81E-07
	8.82E-05
	LOC106039326
	histamine N-methyltransferase A-like%2C

	1.06E+08
	31.78782
	69.73522
	-1.1334
	3.53E-05
	0.002903
	PDE10A
	phosphodiesterase 10A%2C

	1.06E+08
	74.52298
	151.2997
	-1.0217
	1.63E-08
	2.77E-06
	RAB43
	RAB43%2C member RAS oncogene family

	1.06E+08
	6.892767
	29.66847
	-2.1058
	4.46E-05
	0.003504
	PDE6B
	phosphodiesterase 6B%2C cGMP-specific%2C rod%2C beta%2C

	1.06E+08
	68.76549
	378.6308
	-2.461
	4.14E-57
	5.95E-54
	LOC106040441
	purpurin

	1.06E+08
	9.325508
	54.66249
	-2.5513
	6.94E-10
	1.42E-07
	LHX3
	LIM homeobox 3

	1.06E+08
	15.975
	147.3884
	-3.2057
	1.71E-29
	1.35E-26
	LOC106041064
	uncharacterized LOC106041064%2C

	1.06E+08
	89.3627
	31.76721
	1.4921
	5.86E-07
	7.65E-05
	PARD6B
	par-6 family cell polarity regulator beta

	1.06E+08
	4.216752
	30.05006
	-2.8332
	1.45E-06
	0.000175
	LOC106041754
	uncharacterized LOC106041754%2C

	1.06E+08
	68.76549
	262.5326
	-1.9327
	9.24E-31
	7.68E-28
	DGAT2
	diacylglycerol O-acyltransferase 2

	1.06E+08
	156.2631
	1346.91
	-3.1076
	######
	######
	LOC106042627
	tryptophan 5-hydroxylase-like

	1.06E+08
	18.97538
	78.79794
	-2.054
	5.56E-11
	1.35E-08
	EDIL3
	EGF-like repeats and discoidin I-like domains 3

	1.06E+08
	107.2028
	41.11611
	1.3826
	2.76E-07
	3.76E-05
	LOC106042804
	2'-5'-oligoadenylate synthase-like protein 2

	1.06E+08
	142.3154
	55.90265
	1.3481
	6.75E-09
	1.23E-06
	LOC106043112
	receptor-interacting serine/threonine-protein kinase 2-like

	1.06E+08
	55.54759
	16.59908
	1.7426
	8.66E-06
	0.00085
	FREM2
	FRAS1 related extracellular matrix protein 2

	1.06E+08
	131.8546
	42.92866
	1.6189
	9.43E-11
	2.22E-08
	LOC106043254
	complement C4-like

	1.06E+08
	298.9839
	103.0288
	1.537
	8.02E-21
	4.87E-18
	RCAN1
	regulator of calcineurin 1%2C

	1.06E+08
	5.027665
	38.82659
	-2.9491
	2.40E-08
	3.83E-06
	RPE65
	retinal pigment epithelium-specific protein 65kDa

	1.06E+08
	7.136041
	83.75858
	-3.553
	9.06E-19
	4.47E-16
	SLC24A1
	solute carrier family 24 (sodium/potassium/calcium exchanger)%2C member 1%2C

	1.06E+08
	10.29861
	43.11945
	-2.0659
	1.14E-06
	0.000144
	PPEF2
	protein phosphatase%2C EF-hand calcium binding domain 2%2C

	1.06E+08
	53.84467
	159.8854
	-1.5702
	3.56E-15
	1.41E-12
	JCHAIN
	joining chain of multimeric IgA and IgM

	1.06E+08
	28.38198
	126.5918
	-2.1571
	1.20E-17
	5.57E-15
	GCH1
	GTP cyclohydrolase 1

	1.06E+08
	28.13871
	64.86997
	-1.205
	3.05E-05
	0.002587
	STRA6
	stimulated by retinoic acid 6

	1.06E+08
	86.92996
	19.84258
	2.1313
	1.27E-10
	2.88E-08
	LOC106044214
	interferon-induced protein with tetratricopeptide repeats 5-like

	1.06E+08
	243.4363
	120.1048
	1.0193
	3.25E-09
	6.26E-07
	SFRP1
	secreted frizzled-related protein 1

	1.06E+08
	217.9736
	530.4074
	-1.2829
	1.09E-35
	1.02E-32
	CD44
	CD44 molecule (Indian blood group)

	1.06E+08
	123.0967
	58.76456
	1.0668
	1.14E-05
	0.001085
	IRS2
	insulin receptor substrate 2

	1.06E+08
	24.65178
	59.43234
	-1.2696
	3.44E-05
	0.002841
	LOC106044472
	protein prune homolog 2%2C

	1.06E+08
	330.7717
	765.1795
	-1.21
	8.44E-47
	9.52E-44
	DIO2
	deiodinase%2C iodothyronine%2C type II%2C

	1.06E+08
	8.920052
	62.58044
	-2.8106
	4.30E-12
	1.21E-09
	TRIM67
	tripartite motif containing 67%2C

	1.06E+08
	33.65292
	110.9467
	-1.7211
	3.30E-12
	9.47E-10
	THBS2
	thrombospondin 2%2C

	1.06E+08
	59.19671
	155.3063
	-1.3915
	9.19E-13
	2.74E-10
	CRISPLD2
	cysteine-rich secretory protein LCCL domain containing 2%2C

	1.06E+08
	8.433503
	38.445
	-2.1886
	2.00E-06
	0.000229
	CPLX4
	complexin 4

	1.06E+08
	15.16409
	51.41899
	-1.7616
	1.49E-06
	0.000178
	LOC106045020
	poly(rC)-binding protein 3-like%2C

	1.06E+08
	34.62602
	73.4557
	-1.085
	3.91E-05
	0.003138
	PTPRU
	protein tyrosine phosphatase%2C receptor type%2C U

	1.06E+08
	36.89658
	122.3944
	-1.73
	2.15E-13
	6.78E-11
	NDRG3
	NDRG family member 3%2C

	1.06E+08
	4.622209
	60.57711
	-3.7121
	2.21E-14
	7.78E-12
	AVPR1A
	arginine vasopressin receptor 1A

	1.06E+08
	90.49798
	237.634
	-1.3928
	9.54E-19
	4.57E-16
	CHGB
	chromogranin B%2C

	1.06E+08
	12.2448
	39.20817
	-1.679
	4.63E-05
	0.003617
	ANGPTL4
	angiopoietin-like 4

	1.06E+08
	33.40965
	79.9427
	-1.2587
	1.80E-06
	0.000207
	LOC106045753
	pinopsin-like

	1.06E+08
	404.1594
	140.2336
	1.5271
	2.60E-27
	1.79E-24
	ULK2
	unc-51 like autophagy activating kinase 2

	1.06E+08
	130.7193
	58.85996
	1.1511
	1.27E-06
	0.000157
	LOC106046313
	chromosome unknown open reading frame%2C human C16orf89%2C

	1.06E+08
	429.541
	204.3404
	1.0718
	1.80E-16
	7.91E-14
	LOC106046469
	chromosome unknown open reading frame%2C human C6orf52%2C

	1.06E+08
	10.86624
	37.20484
	-1.7756
	3.87E-05
	0.003122
	SYT1
	synaptotagmin I%2C

	1.06E+08
	154.4791
	42.73786
	1.8538
	7.97E-15
	3.00E-12
	GFAP
	glial fibrillary acidic protein

	1.06E+08
	21.73249
	1.812543
	3.5838
	1.84E-05
	0.00165
	LOC106047013
	uncharacterized LOC106047013

	1.06E+08
	38.11295
	84.04477
	-1.1409
	5.05E-06
	0.000515
	B4GALNT4
	beta-1%2C4-N-acetyl-galactosaminyl transferase 4

	1.06E+08
	0
	17.45765
	-4.9427
	1.17E-05
	0.0011
	NR2E3
	nuclear receptor subfamily 2%2C group E%2C member 3

	1.06E+08
	18.65102
	52.46836
	-1.4922
	1.33E-05
	0.001227
	AMIGO2
	adhesion molecule with Ig-like domain 2%2C

	1.06E+08
	107.0406
	46.55374
	1.2012
	5.31E-06
	0.000535
	LOC106047531
	F-box only protein 21-like%2C

	1.06E+08
	36.49112
	80.1335
	-1.1349
	9.07E-06
	0.000885
	EIF2A
	eukaryotic translation initiation factor 2A%2C 65kDa%2C

	1.06E+08
	221.1362
	1804.625
	-3.0287
	0
	0
	LOC106047770
	heme-binding protein 2-like

	1.06E+08
	9.163326
	39.49437
	-2.1077
	2.45E-06
	0.000274
	FANCB
	Fanconi anemia%2C complementation group B

	1.06E+08
	4.297843
	55.33027
	-3.6864
	3.28E-13
	1.02E-10
	GNGT2
	guanine nucleotide binding protein (G protein)%2C gamma transducing activity polypeptide 2

	1.06E+08
	3.405838
	35.58309
	-3.3851
	1.49E-08
	2.56E-06
	LOC106048327
	uncharacterized LOC106048327

	1.06E+08
	0
	20.41496
	-4.9759
	2.10E-06
	0.000239
	PDE6G
	phosphodiesterase 6G%2C cGMP-specific%2C rod%2C gamma

	1.06E+08
	28.54417
	70.87998
	-1.3122
	3.64E-06
	0.000384
	OSBP2
	oxysterol binding protein 2

	1.06E+08
	8.595686
	39.11278
	-2.186
	1.66E-06
	0.000194
	ISL1
	ISL LIM homeobox 1

	1.06E+08
	13.94772
	57.6198
	-2.0465
	2.23E-08
	3.59E-06
	SRD5A2
	steroid-5-alpha-reductase%2C alpha polypeptide 2 (3-oxo-5 alpha-steroid delta 4-dehydrogenase alpha 2)%2C

	1.06E+08
	31.058
	76.6992
	-1.3042
	1.61E-06
	0.00019
	LOC106049847
	class I histocompatibility antigen%2C F10 alpha chain-like

	1.06E+08
	83.6863
	277.1283
	-1.7275
	2.62E-28
	1.97E-25
	LOC106049915
	Ig mu heavy chain disease protein-like




