[bookmark: _Hlk26517856][bookmark: _GoBack]Supplemental Table 1. Significantly differentially expressed proteins following exposure to 1, 3 and 5Gy at 1 d after irradiation (Fold change ≥ 1.2 or ≤ 0.8, compared with 0 Gy group).
	1Gy（45↑ , 70↓）
	3Gy（43↑ , 74↓）
	5Gy（70↑ , 49↓）

	Identified Proteins (Accession)
	FDR
	Fold change
	Identified Proteins (Accession)
	FDR
	Fold change
	Identified Proteins (Accession) 
	FDR
	Fold change

	Uncharacterized protein (A0A0G2K5X3)
	< 0.01
	7.134
	Ig kappa chain C region, A allele (P01836)
	< 0.01
	40.407
	Serum albumin (A0A0G2JSH5)
	< 0.01
	2.369

	Ig kappa chain C region, A allele (P01836)
	< 0.01
	4.71
	Uncharacterized protein (M0R7Q2)
	< 0.01
	2.563
	Uncharacterized protein (D3ZBB2)
	< 0.01
	2.316

	Major urinary protein (P02761)
	< 0.01
	2.602
	Uncharacterized protein (M0R4X3)
	< 0.01
	2.143
	Suppression of tumorigenicity 5 (D4A9H6)
	≥ 0.01 and ≤ 0.05
	2.009

	RCG21069 (D3ZCD6)
	< 0.01
	1.785
	Uncharacterized protein (F1M663)
	< 0.01
	2.013
	Spermatogenesis-associated protein 21 (Q68A65)
	> 0.05
	1.912

	Immunoglobulin kappa chain variable 13-85 (A0A0G2JZN1)
	< 0.01
	1.752
	Uncharacterized protein (D3ZMS7)
	< 0.01
	1.794
	ArfGAP with SH3 domain, ankyrin repeat and PH domain 2 (A0A0G2K808)
	> 0.05
	1.881

	Carboxylic ester hydrolase (G3V7J5)
	< 0.01
	1.625
	Uncharacterized protein (D3ZC54)
	< 0.01
	1.75
	Uncharacterized protein (F1M663)
	< 0.01
	1.782

	Uncharacterized protein (D3ZBB2)
	< 0.01
	1.514
	RCG64259-like (F1M0B7)
	< 0.01
	1.662
	Major urinary protein (P02761)
	< 0.01
	1.755

	Carboxypeptidase B2 (Q9EQV9)
	< 0.01
	1.473
	Uncharacterized protein (M0R936)
	< 0.01
	1.591
	Uncharacterized protein (M0R936)
	< 0.01
	1.69

	Retinol-binding protein 4 (P04916)
	< 0.01
	1.455
	Immunoglobulin kappa chain variable 15-103 (A0A0G2K1F0)
	≥ 0.01 and ≤ 0.05
	1.59
	Keratin, type I cytoskeletal 15 (Q6IFV3)
	< 0.01
	1.639

	Uncharacterized protein (F1M4R1)
	< 0.01
	1.455
	Major urinary protein (P02761)
	< 0.01
	1.551
	Uncharacterized LOC691828 (M0RA79)
	< 0.01
	1.601

	Suprabasin (F7FEM5)
	< 0.01
	1.455
	Matrix metalloproteinase (E9PSM5)
	< 0.01
	1.53
	Uncharacterized protein (D3ZC54)
	< 0.01
	1.551

	Peptidoglycan recognition protein 2 (M0R485)
	< 0.01
	1.41
	Suppression of tumorigenicity 5 (D4A9H6)
	≥ 0.01 and ≤ 0.05
	1.524
	RCG64259-like (F1M0B7)
	< 0.01
	1.536

	Uncharacterized protein (F1LZ11)
	< 0.01
	1.39
	Carbonic anhydrase 1 (B0BNN3)
	< 0.01
	1.482
	Haptoglobin (P06866)
	< 0.01
	1.521

	Uncharacterized protein (A0A0G2K5D2)
	< 0.01
	1.39
	Thrombospondin 1 (M0R979)
	< 0.01
	1.47
	Thyroxine-binding globulin (A0A140TAB0)
	< 0.01
	1.515

	SP140 nuclear body protein (A0A0G2JZU7)
	≥ 0.01 and ≤ 0.05
	1.377
	Globin a1 (Q62669)
	< 0.01
	1.428
	Ig kappa chain V region S211 (P01681)
	< 0.01
	1.49

	SECIS-binding protein 2-like (D4A7V0)
	≥ 0.01 and ≤ 0.05
	1.373
	Uncharacterized LOC691828 (M0RA79)
	< 0.01
	1.412
	Immunoglobulin kappa chain variable 13-85 (A0A0G2JZN1)
	< 0.01
	1.481

	Chromogranin-A (P10354)
	< 0.01
	1.368
	Dipeptidyl peptidase 4 (A0A0G2K238)
	≥ 0.01 and ≤ 0.05
	1.408
	Uncharacterized protein (M0R4X3)
	< 0.01
	1.477

	Carbonic anhydrase 1 (B0BNN3)
	< 0.01
	1.366
	Alpha-2-macroglobulin (P06238)
	< 0.01
	1.379
	Immunoglobulin kappa variable 1-35 (M0RD98)
	< 0.01
	1.449

	Uncharacterized protein (D3ZZ08)
	< 0.01
	1.361
	Immunoglobulin kappa variable 12-44 (A0A0G2K458)
	< 0.01
	1.373
	Dermatopontin (B2RZ77)
	< 0.01
	1.443

	Immunoglobulin kappa variable 1-35 (M0RD98)
	< 0.01
	1.355
	Uncharacterized protein (F1M1Q7)
	< 0.01
	1.368
	Globin a1 (Q62669)
	< 0.01
	1.441

	Transmembrane protein 2 (A0A0G2JZA7)
	≥ 0.01 and ≤ 0.05
	1.328
	Apolipoprotein B-100 (F1M6Z1)
	< 0.01
	1.366
	Ganglioside-induced differentiation-associated protein 1-like 1 (B4F774)
	> 0.05
	1.441

	Afamin (G3V9R9)
	< 0.01
	1.319
	Hemoglobin subunit beta-2 (P11517)
	< 0.01
	1.356
	Complement C1r subcomponent-like protein (F1LP96)
	> 0.05
	1.403

	C4b-binding protein beta chain (A0A5C5)
	< 0.01
	1.313
	Immunoglobulin kappa variable 1-35 (M0RD98)
	< 0.01
	1.35
	Fibulin-1 (B1WC21)
	< 0.01
	1.402

	Histidine-rich glycoprotein (A0A0G2K3G0)
	< 0.01
	1.297
	Complement C4B (Chido blood group) (Q6MG90)
	< 0.01
	1.35
	Uncharacterized protein (F1LZY6)
	< 0.01
	1.379

	Carbonic anhydrase 2 (P27139)
	< 0.01
	1.287
	Immunoglobulin kappa chain variable 13-85 (A0A0G2JZN1)
	< 0.01
	1.343
	Alpha-2-macroglobulin (P06238)
	< 0.01
	1.374

	Globin a1 (Q62669)
	< 0.01
	1.286
	Globin c2 (A0A0G2JSV6)
	< 0.01
	1.335
	Uncharacterized protein (M0R8G6)
	< 0.01
	1.367

	Mannose-binding protein C (A0A140UHW8)
	< 0.01
	1.28
	Hemoglobin subunit beta-1 (P02091)
	< 0.01
	1.331
	Uncharacterized protein (A0A0G2K5X3)
	< 0.01
	1.357

	Globin c2 (A0A0G2JSV6)
	< 0.01
	1.264
	Uncharacterized protein (M0R9U2)
	< 0.01
	1.318
	Globin c2 (A0A0G2JSV6)
	< 0.01
	1.353

	RCG64257-like (F1LTY5)
	< 0.01
	1.26
	Ig kappa chain V region S211 (P01681)
	< 0.01
	1.306
	RCG64257-like (F1LTY5)
	< 0.01
	1.345

	Serum albumin (A0A0G2JSH5)
	< 0.01
	1.255
	Hemoglobin subunit alpha-1/2 (P01946)
	< 0.01
	1.284
	Carbonic anhydrase 1 (B0BNN3)
	< 0.01
	1.344

	Ig kappa chain V region S211 (P01681)
	< 0.01
	1.247
	ArfGAP with SH3 domain, ankyrin repeat and PH domain 2 (A0A0G2K808)
	> 0.05
	1.283
	Glycoprotein Ib platelet alpha subunit (D3ZQU7)
	< 0.01
	1.337

	Uncharacterized protein (F1M663)
	< 0.01
	1.247
	Peroxiredoxin-2 S (A0A0G2JSH9)
	< 0.01
	1.267
	Peroxiredoxin-2 (A0A0G2JSH9)
	< 0.01
	1.331

	Fetub protein (Q6IRS6)
	< 0.01
	1.246
	Alkaline phosphatase, tissue-nonspecific isozyme (P08289)
	≥ 0.01 and ≤ 0.05
	1.259
	Keratin, type II cytoskeletal 5 (A0A0G2K509)
	< 0.01
	1.328

	ATP synthase subunit delta, mitochondrial (B1WBP7)
	≥ 0.01 and ≤ 0.05
	1.245
	SECIS-binding protein 2-like (D4A7V0)
	≥ 0.01 and ≤ 0.05
	1.239
	Peptidoglycan recognition protein 2 (M0R485)
	< 0.01
	1.327

	RCG21066 (D3ZJW6)
	< 0.01
	1.24
	RNA polymerase II subunit B1 CTD phosphatase Rpap2 (Q5I0E6)
	< 0.01
	1.237
	Carboxypeptidase B2 (Q9EQV9)
	< 0.01
	1.325

	Apolipoprotein C-III (A0A0G2K8Q1)
	< 0.01
	1.237
	Carbonic anhydrase 2 (P27139)
	< 0.01
	1.234
	Ubiquitin carboxyl-terminal hydrolase 1 (Q569C3)
	> 0.05
	1.322

	Ubiquitin carboxyl-terminal hydrolase 1 (Q569C3)
	> 0.05
	1.235
	Immunoglobulin kappa variable 4-53 (A0A0G2K6T8)
	< 0.01
	1.233
	Carboxylic ester hydrolase (G3V7J5)
	< 0.01
	1.313

	Apolipoprotein H (Q5I0M1)
	< 0.01
	1.232
	RCG64257-like (F1LTY5)
	< 0.01
	1.228
	Suprabasin (F7FEM5)
	< 0.01
	1.305

	Cadherin-1 (Q9R0T4)
	< 0.01
	1.232
	Superoxide dismutase [Cu-Zn] (P07632)
	< 0.01
	1.221
	Uncharacterized protein (F1M4R1)
	< 0.01
	1.303

	Glycoprotein Ib platelet alpha subunit (D3ZQU7)
	< 0.01
	1.231
	Sucrase-isomaltase, intestinal (P23739)
	≥ 0.01 and ≤ 0.05
	1.213
	Immunoglobulin kappa variable 4-53 (A0A0G2K6T8)
	< 0.01
	1.3

	Uncharacterized protein (M0R4Z4)
	< 0.01
	1.231
	Alpha globin (Q63910)
	< 0.01
	1.212
	Fc fragment of IgG-binding protein (D3ZJF8)
	< 0.01
	1.287

	Complement factor H (G3V9R2)
	< 0.01
	1.219
	Uncharacterized protein (D4A4L6)
	< 0.01
	1.204
	Pentraxin 3 (D3ZT94)
	< 0.01
	1.286

	Hemoglobin subunit beta-1 (P02091)
	< 0.01
	1.202
	Plasma protease C1 inhibitor (Q6P734)
	< 0.01
	1.204
	C1r protein (B5DEH7)
	< 0.01
	1.281

	Uncharacterized LOC691828 (M0RA79)
	< 0.01
	1.202
	Ig gamma-2B chain C region (P20761)
	< 0.01
	0.8
	Alkaline phosphatase, tissue-nonspecific isozyme (P08289)
	≥ 0.01 and ≤ 0.05
	1.278

	Neuroblastoma suppressor of tumorigenicity 1 (A0A0G2JSZ3)
	> 0.05
	1.2
	Aa2-028 (Q7TMC3)
	< 0.01
	0.799
	EGF-like-domain, multiple 5 (Predicted) (D4A3L3)
	≥ 0.01 and ≤ 0.05
	1.278

	Vascular cell adhesion protein 1 (P29534)
	< 0.01
	0.795
	Osteoglycin (D3ZVB7)
	< 0.01
	0.795
	Cystatin-C (P14841)
	< 0.01
	1.277

	LDL receptor-related protein 1 (G3V928)
	≥ 0.01 and ≤ 0.05
	0.795
	Complement C2 (Q6MG73)
	< 0.01
	0.79
	Proteasome (prosome, macropain) activator subunit 1 (PA28 alpha), pseudogene 1 (A0A0G2JVP9)
	≥ 0.01 and ≤ 0.05
	1.277

	14-3-3 protein epsilon (P62260)
	< 0.01
	0.794
	Collagen type VI alpha 2 chain (F1LNH3)
	≥ 0.01 and ≤ 0.05
	0.788
	Sialate O-acetylesterase (A0A0A0MY22)
	≥ 0.01 and ≤ 0.05
	1.27

	Tubulin alpha-1B chain (Q6P9V9)
	< 0.01
	0.793
	Uncharacterized protein (A0A0G2JZV7)
	< 0.01
	0.788
	Immunoglobulin heavy constant mu (F1LN61)
	< 0.01
	1.266

	Uncharacterized protein (D4ACR1)
	< 0.01
	0.792
	Complement component C9 (F7F389)
	< 0.01
	0.786
	Neuroblastoma suppressor of tumorigenicity 1 (A0A0G2JSZ3)
	> 0.05
	1.264

	Corticosteroid-binding globulin (P31211)
	< 0.01
	0.79
	Dachshund family transcription factor 2 (F1LX95)
	> 0.05
	0.784
	Immunoglobulin heavy constant mu (F1LM30)
	< 0.01
	1.262

	Immunoglobulin heavy variable 7-4 (F1LXY6)
	≥ 0.01 and ≤ 0.05
	0.787
	Complement C5 (A0A096P6L9)
	< 0.01
	0.783
	Hemoglobin subunit beta-1 (P02091)
	< 0.01
	1.26

	Heat shock cognate 71 kDa protein (M0R8M9)
	< 0.01
	0.782
	Proteasome subunit beta type (G3V7Q6)
	< 0.01
	0.783
	Carboxylic ester hydrolase (D3ZGK7)
	< 0.01
	1.258

	Carboxypeptidase (Q6AYS3)
	< 0.01
	0.782
	Uncharacterized protein (A0A0G2K4K2)
	< 0.01
	0.78
	Sucrase-isomaltase, intestinal (P23739)
	≥ 0.01 and ≤ 0.05
	1.257

	Endoplasmin (A0A0A0MY09)
	< 0.01
	0.777
	Tubulin beta chain (M0R8B6)
	< 0.01
	0.778
	Proteasome subunit beta type-10 (Q4KM35)
	< 0.01
	1.256

	Similar to Ig variable region, light chain (D3ZYE2)
	< 0.01
	0.774
	Endoplasmin (A0A0A0MY09)
	< 0.01
	0.777
	Coagulation factor VII (Q8K3U6)
	< 0.01
	1.249

	Uncharacterized protein (M0R936)
	< 0.01
	0.773
	Ig gamma-2C chain C region (P20762)
	≥ 0.01 and ≤ 0.05
	0.775
	Cadherin-1 (Q9R0T4)
	< 0.01
	1.247

	Tenascin C (A0A0G2K1L0)
	< 0.01
	0.771
	RCG52996, isoform CRA_a (Q6AYR1)
	< 0.01
	0.774
	Uncharacterized protein (A0A0G2JW41)
	< 0.01
	1.234

	Ras-related protein Rap-1A (P62836)
	< 0.01
	0.77
	Serum paraoxonase / arylesterase 1 (P55159)
	< 0.01
	0.772
	Glutathione S-transferase (G3V8H3)
	≥ 0.01 and ≤ 0.05
	1.234

	Uncharacterized protein (F1M1Q7)
	< 0.01
	0.769
	14-3-3 protein epsilon (P62260)
	< 0.01
	0.77
	Uncharacterized protein (D3ZMS7)
	< 0.01
	1.231

	Tubulin beta chain (Q4QQV0)
	< 0.01
	0.756
	Leukemia inhibitory factor receptor (G3V7K2)
	< 0.01
	0.768
	Uncharacterized protein (M0R9U2)
	< 0.01
	1.225

	14-3-3 protein theta (P68255)
	< 0.01
	0.756
	Lipase (D3ZUQ1)
	< 0.01
	0.768
	Hemoglobin subunit beta-2 (P11517)
	< 0.01
	1.223

	Ig gamma-2A chain C region (P20760)
	< 0.01
	0.75
	Thrombospondin-4 (P49744)
	< 0.01
	0.768
	Proteasome subunit alpha type-1 (P18420)
	< 0.01
	1.22

	Rho GDP-dissociation inhibitor 1 (Q5XI73)
	< 0.01
	0.738
	Creatine kinase B-type (P07335)
	< 0.01
	0.759
	Uncharacterized protein (A0A0G2K304)
	< 0.01
	1.219

	Immunoglobulin kappa chain variable 15-103 (A0A0G2K1F0)
	≥ 0.01 and ≤ 0.05
	0.729
	Collagen type VI alpha 1 chain (D3ZUL3)
	< 0.01
	0.754
	Adhesion G protein-coupled receptor F5 (A0A0G2JZZ0)
	< 0.01
	1.216

	Uncharacterized protein (A0A0G2K304)
	< 0.01
	0.718
	Sushi, nidogen and EGF-like domain-containing protein 1 (Q5ZQU0)
	≥ 0.01 and ≤ 0.05
	0.748
	Nectin cell adhesion molecule 4 (D3ZET1)
	≥ 0.01 and ≤ 0.05
	1.216

	T-kininogen 1 (P01048)
	< 0.01
	0.715
	Complement component C6 (Q811M5)
	< 0.01
	0.741
	C4b-binding protein beta chain (A0A5C5)
	< 0.01
	1.215

	Xaa-Pro aminopeptidase 2 (Q99MA2)
	< 0.01
	0.712
	Ras-related protein Rap-1A (P62836)
	< 0.01
	0.738
	Apolipoprotein E (A0A0G2K151)
	< 0.01
	1.209

	Plasma protease C1 inhibitor (Q6P734)
	< 0.01
	0.707
	Dual specificity mitogen-activated protein kinase kinase 5 (Q62862)
	< 0.01
	0.735
	Uncharacterized protein (A0A0G2K3L1)
	< 0.01
	1.208

	Ig lambda-2 chain C region (P20767)
	< 0.01
	0.706
	Uncharacterized protein (A0A0G2K5X3)
	< 0.01
	0.734
	Fibrinogen-like protein 1 (Q5M8C6)
	< 0.01
	1.207

	RCG64259-like (F1M0B7)
	< 0.01
	0.705
	Ceruloplasmin (P13635)
	< 0.01
	0.728
	Profilin-1 (P62963)
	< 0.01
	0.8

	Suppression of tumorigenicity 5 (D4A9H6)
	≥ 0.01 and ≤ 0.05
	0.684
	Carboxypeptidase B2 (Q9EQV9)
	< 0.01
	0.727
	Alpha-2-HS-glycoprotein (P24090)
	< 0.01
	0.798

	Vinculin (A0A0G2K8V2)
	< 0.01
	0.681
	Vinculin (A0A0G2K8V2)
	< 0.01
	0.716
	Calreticulin (P18418)
	> 0.05
	0.795

	Hyaluronan-binding protein 2 (F1M8H8)
	< 0.01
	0.681
	14-3-3 protein theta (P68255)
	< 0.01
	0.715
	Alpha-actinin-1 (Q6T487)
	> 0.05
	0.79

	Uncharacterized protein (A0A0G2JY98)
	< 0.01
	0.674
	Calreticulin (P18418)
	> 0.05
	0.709
	ADP-ribosylation factor 3 (A0A0G2K9H8)
	≥ 0.01 and ≤ 0.05
	0.788

	Tubulin beta chain (M0R8B6)
	< 0.01
	0.667
	Osteopontin (P08721)
	< 0.01
	0.707
	Insulin-like growth factor-binding protein 3 (P15473)
	< 0.01
	0.78

	Calreticulin (P18418)
	> 0.05
	0.664
	Transcription initiation factor IIA subunit 2 (O08950)
	≥ 0.01 and ≤ 0.05
	0.707
	14-3-3 protein zeta/delta (A0A0G2JV65)
	< 0.01
	0.77

	Creatine kinase B-type (P07335)
	< 0.01
	0.661
	Uncharacterized protein (M0RCC9)
	< 0.01
	0.703
	Platelet factor 4 (P06765)
	≥ 0.01 and ≤ 0.05
	0.769

	Profilin-1 (P62963)
	< 0.01
	0.655
	Tropomyosin alpha-4 chain (P09495)
	< 0.01
	0.695
	Uncharacterized protein (A0A0G2JX36)
	< 0.01
	0.767

	Uncharacterized protein (M0RCC9)
	< 0.01
	0.646
	Haptoglobin (P06866)
	< 0.01
	0.69
	Serine (Or cysteine) proteinase inhibitor, clade A (Alpha-1 antiproteinase, antitrypsin), member 4 (Q5M8C3)
	< 0.01
	0.764

	Uncharacterized protein (A0A0G2K332)
	< 0.01
	0.64
	Actin, cytoplasmic 2 (P63259)
	< 0.01
	0.687
	Plasma protease C1 inhibitor (Q6P734)
	< 0.01
	0.761

	Tubulin alpha-4A chain (Q5XIF6)
	< 0.01
	0.637
	Adenylyl cyclase-associated protein 1 (Q08163)
	< 0.01
	0.685
	Coagulation factor XIII A chain (O08619)
	< 0.01
	0.755

	Serine protease inhibitor A3K (P05545)
	< 0.01
	0.629
	Desmoplakin (F1LMV6)
	> 0.05
	0.684
	Desmoplakin (F1LMV6)
	> 0.05
	0.753

	Myosin, heavy polypeptide 9, non-muscle (G3V6P7)
	< 0.01
	0.621
	14-3-3 protein eta (A0A0G2K2B8)
	< 0.01
	0.681
	Uncharacterized protein (F1M1Q7)
	< 0.01
	0.752

	Actin, cytoplasmic 2 (P63259)
	< 0.01
	0.619
	ADP-ribosylation factor 3 (A0A0G2K9H8)
	≥ 0.01 and ≤ 0.05
	0.674
	RCG55135, isoform CRA_b (G3V852)
	< 0.01
	0.752

	Uncharacterized protein (A0A0G2K0N6)
	< 0.01
	0.619
	Serum albumin (P02770)
	< 0.01
	0.659
	Tropomyosin alpha-4 chain (P09495) (P09495)
	< 0.01
	0.749

	Ighg protein-like (A0A0G2K3A6)
	< 0.01
	0.612
	Actin, alpha cardiac muscle 1 (P68035)
	< 0.01
	0.658
	Ig lambda-2 chain C region (P20767)
	< 0.01
	0.748

	Thrombospondin-4 (P49744)
	< 0.01
	0.611
	Zinc finger protein 287 (D4A516)
	> 0.05
	0.655
	Uncharacterized protein (F1LZ11)
	< 0.01
	0.746

	ADP-ribosylation factor 3 (A0A0G2K9H8)
	≥ 0.01 and ≤ 0.05
	0.611
	Profilin-1 (P62963)
	< 0.01
	0.653
	Collagen type VI alpha 2 chain (F1LNH3)
	< 0.01
	0.744

	14-3-3 protein zeta/delta (A0A0G2JV65)
	< 0.01
	0.606
	Uncharacterized protein (D4ACR1)
	< 0.01
	0.651
	Actin, cytoplasmic 1 (P60711)
	< 0.01
	0.741

	SCY1-like pseudokinase 2 (A0A0G2JVC2)
	> 0.05
	0.604
	Extracellular matrix protein 1 (Q62894)
	< 0.01
	0.648
	Uncharacterized protein (M0RCC9)
	< 0.01
	0.736

	Uncharacterized protein (F1LWW1)
	< 0.01
	0.595
	Uncharacterized protein (A0A0G2K332)
	< 0.01
	0.642
	Actin, alpha cardiac muscle 1 SV=1 (P68035)
	< 0.01
	0.735

	14-3-3 protein beta/alpha (P35213)
	< 0.01
	0.594
	Myosin, heavy polypeptide 9, non-muscle (G3V6P7)
	< 0.01
	0.636
	RNA polymerase II subunit B1 CTD phosphatase Rpap2 (Q5I0E6)
	< 0.01
	0.735

	Alpha-1B-glycoprotein (Q9EPH1)
	< 0.01
	0.59
	Actin, cytoplasmic 1 (P60711)
	< 0.01
	0.635
	RCG21069 (D3ZCD6)
	< 0.01
	0.732

	Tropomyosin alpha-4 chain (P09495)
	< 0.01
	0.586
	Immunoglobulin heavy constant mu (F1LPR6)
	< 0.01
	0.631
	Collagen type VI alpha 1 chain (D3ZUL3)
	≥ 0.01 and ≤ 0.05
	0.73

	Uncharacterized protein (M0R4X3)
	< 0.01
	0.58
	14-3-3 protein beta/alpha (P35213)
	< 0.01
	0.624
	Bridging integrator 2 (Q68FR2)
	< 0.01
	0.721

	Immunoglobulin heavy constant mu (F1LPR6)
	< 0.01
	0.578
	Tubulin alpha-4A chain (Q5XIF6)
	< 0.01
	0.623
	Proteasome subunit beta type (A0A0G2JSL0)
	< 0.01
	0.72

	Filamin A (C0JPT7)
	< 0.01
	0.563
	Alpha-2 antiplasmin (Q80ZA3)
	< 0.01
	0.619
	Creatine kinase B-type (P07335)
	< 0.01
	0.718

	Actin, cytoplasmic 1 (P60711)
	< 0.01
	0.553
	14-3-3 protein zeta/delta (A0A0G2JV65)
	< 0.01
	0.619
	Ig gamma-2B chain C region (P20761)
	< 0.01
	0.713

	Actin, alpha cardiac muscle 1 (P68035)
	< 0.01
	0.549
	Filamin A (C0JPT7)
	< 0.01
	0.607
	Leucine-rich repeat-containing protein 57-like (A0A0G2KBC0)
	≥ 0.01 and ≤ 0.05
	0.697

	Alpha-actinin-1 1 (Q6T487)
	> 0.05
	0.543
	Immunoglobulin heavy variable 7-4 (F1LXY6)
	≥ 0.01 and ≤ 0.05
	0.594
	Uncharacterized protein (M0RE02)
	< 0.01
	0.694

	Haptoglobin (P06866)
	< 0.01
	0.539
	Xaa-Pro aminopeptidase 2 (Q99MA2)
	< 0.01
	0.581
	C-type lectin domain family 3, member B (D3ZUU6)
	< 0.01
	0.687

	14-3-3 protein eta (A0A0G2K2B8)
	< 0.01
	0.535
	RCG55135, isoform CRA_b (G3V852)
	< 0.01
	0.58
	Uncharacterized protein (D3ZZ08)
	< 0.01
	0.684

	Adenylyl cyclase-associated protein 1 (Q08163)
	< 0.01
	0.534
	Alpha-actinin-1 (Q6T487)
	> 0.05
	0.573
	Adenylyl cyclase-associated protein 1 (Q08163)
	< 0.01
	0.684

	Thrombospondin 1 (M0R979)
	< 0.01
	0.531
	Retinol-binding protein 4 (P04916)
	< 0.01
	0.554
	Tenascin C (A0A0G2K1L0)
	< 0.01
	0.68

	Uncharacterized protein  (A0A0G2JX36)
	< 0.01
	0.52
	Complement C7 (A0A0G2K7X7)
	< 0.01
	0.541
	Thrombospondin-4 (P49744)
	< 0.01
	0.678

	RCG55135, isoform CRA_b (G3V852)
	< 0.01
	0.518
	Bridging integrator 2 (Q68FR2)
	< 0.01
	0.534
	14-3-3 protein theta (P68255)
	< 0.01
	0.673

	Platelet factor 4 (P06765)
	≥ 0.01 and ≤ 0.05
	0.517
	Uncharacterized protein (A0A0G2JWX0
	< 0.01
	0.532
	Polymeric immunoglobulin receptor (A0A0G2K639)
	≥ 0.01 and ≤ 0.05
	0.668

	RT1 class I, locus CE10 (F7EWE4)
	< 0.01
	0.506
	Apolipoprotein H (Q5I0M1)
	< 0.01
	0.524
	Uncharacterized protein (A0A0G2K332)
	< 0.01
	0.626

	Uncharacterized protein  (A0A0G2JWX0)
	< 0.01
	0.505
	Serine protease inhibitor A3K (P05545)
	< 0.01
	0.516
	Immunoglobulin heavy constant mu (F1LPR6)
	< 0.01
	0.599

	Coagulation factor XIII A chain (O08619)
	< 0.01
	0.504
	Alpha-1B-glycoprotein (Q9EPH1)
	< 0.01
	0.504
	14-3-3 protein beta/alpha (P35213)
	< 0.01
	0.589

	Bridging integrator 2  (Q68FR2)
	< 0.01
	0.451
	RT1 class I, locus CE10 (F7EWE4)
	< 0.01
	0.479
	Uncharacterized protein (A0A0G2JWX0)
	< 0.01
	0.574

	Uncharacterized protein  (A0A0G2K3L5)
	< 0.01
	0.439
	Uncharacterized protein (A0A0G2JY98)
	< 0.01
	0.414
	Uncharacterized protein (F1LWW1)
	< 0.01
	0.523

	RNA polymerase II subunit B1 CTD phosphatase Rpap2 (Q5I0E6)
	< 0.01
	0.383
	SCY1-like pseudokinase 2 (A0A0G2JVC2)
	> 0.05
	0.389
	Alpha-1B-glycoprotein (Q9EPH1)
	< 0.01
	0.497

	Uncharacterized protein  (F1M1R0)
	< 0.01
	0.224
	Uncharacterized protein (M0RE02)
	< 0.01
	0.36
	Alpha globin (Q63910)
	< 0.01
	0.477

	
	
	
	RCG21069 (D3ZCD6)
	< 0.01
	0.314
	Ig kappa chain C region, A allele (P01836)
	< 0.01
	0.402

	
	
	
	Uncharacterized protein (F1LWW1)
	< 0.01
	0.184
	Uncharacterized protein (F1M1R0)
	< 0.01
	0.396

	
	
	
	
	
	
	SCY1-like pseudokinase 2 (A0A0G2JVC2)
	> 0.05
	0.393

	
	
	
	
	
	
	Uncharacterized protein (A0A0G2JY98)
	< 0.01
	0.245




