Supplemental Table 3. Significantly differentially expressed proteins following exposure to 1, 3 and 5 Gy at 5 d after irradiation (Fold change ≥ 1.2 or ≤ 0.8, compared with 0 Gy group).
	1Gy（62↑ , 77↓）
	3Gy（62↑ , 71↓）
	5Gy（154↑ , 88↓）

	[bookmark: _GoBack]Identified Proteins (Accession)
	FDR
	Fold change
	Identified Proteins (Accession)
	FDR
	Fold change
	Identified Proteins (Accession)
	FDR
	Fold change

	Uncharacterized protein (F1M1R0) 
	< 0.01
	3.335
	RNA polymerase II subunit B1 CTD phosphatase Rpap2 (Q5I0E6)
	≥ 0.01 and ≤ 0.05
	2.233
	Immunoglobulin kappa chain variable 13-85 (A0A0G2JZN1)
	≥ 0.01 and ≤ 0.05
	13.346

	Uncharacterized protein (A0A0G2K332)
	< 0.01
	3.05
	Uncharacterized protein (F1LZ11)
	< 0.01
	1.847
	Ig kappa chain C region, A allele (P01836)
	< 0.01
	12.04

	Uncharacterized protein (D3ZMS7)
	< 0.01
	2.784
	Ig gamma-2B chain C region (P20761)
	< 0.01
	1.81
	Uncharacterized protein (D3ZMS7)
	< 0.01
	7.197

	Uncharacterized protein (M0RBX3)
	≥ 0.01 and ≤ 0.05
	2.601
	Uncharacterized protein (F1M5L5)
	< 0.01
	1.729
	RCG64259-like (F1M0B7)
	< 0.01
	3.671

	RNA polymerase II subunit B1 CTD phosphatase Rpap2 (Q5I0E6)
	≥ 0.01 and ≤ 0.05
	2.249
	Ig kappa chain V19-17-like (F1LZH0)
	< 0.01
	1.722
	Uncharacterized protein (M0R5A0)
	< 0.01
	3.474

	Carboxylesterase 1C (P10959)
	< 0.01
	2.205
	Uncharacterized protein (A0A0G2JWX0)
	< 0.01
	1.712
	Uncharacterized protein (A0A0G2K828)
	< 0.01
	2.784

	Uncharacterized protein (F1M1Q7)
	< 0.01
	2.004
	Similar to alpha-fetoprotein (F7FAY5)
	< 0.01
	1.606
	Uncharacterized protein (F1LZ11)
	< 0.01
	2.699

	Ig kappa chain C region, A allele (P01836)
	< 0.01
	1.952
	Uncharacterized protein (A0A0G2K980)
	< 0.01
	1.584
	Uncharacterized protein (M0R4X3)
	< 0.01
	2.675

	Alpha-1-inhibitor 3 (P14046)
	< 0.01
	1.944
	NACHT and WD repeat domain-containing 2 (A0A0G2JZT1)
	> 0.05
	1.549
	Similar to Ig variable region, light chain (F1M7I8)
	< 0.01
	2.468

	Anion exchange protein (F8WFT7)
	< 0.01
	1.796
	Ig kappa chain V region S211 (P01681)
	< 0.01
	1.518
	Carboxylesterase 1C (P10959)
	< 0.01
	2.394

	RCG21069 (D3ZCD6)
	< 0.01
	1.761
	Uncharacterized protein (D3ZQR5)
	< 0.01
	1.514
	RCG21069 (D3ZCD6)
	< 0.01
	2.33

	Major urinary protein (P02761)
	< 0.01
	1.753
	Uncharacterized protein (M0RBK4)
	< 0.01
	1.504
	Globin a1 (Q62669)
	< 0.01
	2.316

	Angiopoietin-like 3 (F7FHP0)
	< 0.01
	1.752
	Sterile alpha motif domain-containing 4B (D4A769)
	≥ 0.01 and ≤ 0.05
	1.484
	Alkaline phosphatase, tissue-nonspecific isozyme (P08289)
	≥ 0.01 and ≤ 0.05
	2.29

	Uncharacterized protein (M0R5A0)
	< 0.01
	1.729
	Uncharacterized protein (A0A0G2K5D2)
	< 0.01
	1.466
	Hemoglobin subunit beta-1 (P02091)
	< 0.01
	2.282

	Immunoglobulin kappa chain variable 13-85 (A0A0G2JZN1)
	≥ 0.01 and ≤ 0.05
	1.719
	Uncharacterized protein (G3V8Z5)
	< 0.01
	1.463
	Complement factor properdin (B0BNN4)
	< 0.01
	2.269

	Alpha-1-inhibitor III (G3V9J1)
	< 0.01
	1.709
	Uncharacterized protein (D3ZE00)
	< 0.01
	1.45
	Similar to Ig variable region, light chain (D3ZYE2)
	< 0.01
	2.264

	Complement factor properdin (B0BNN4)
	< 0.01
	1.69
	Keratin, type II cytoskeletal 5 (A0A0G2K509)
	< 0.01
	1.447
	Uncharacterized protein (D3ZE00)
	< 0.01
	2.225

	Insulin-like growth factor-binding protein 5 (A0A0G2JVW1)
	> 0.05
	1.614
	Uncharacterized protein (A0A0G2K4K2)
	< 0.01
	1.437
	Uncharacterized protein (F1M1Q7)
	< 0.01
	2.209

	Alpha-1-inhibitor III (D4AA52)
	< 0.01
	1.546
	Uncharacterized protein (D3ZFF8)
	< 0.01
	1.417
	Hemoglobin subunit alpha-1/2 (P01946)
	< 0.01
	2.176

	Complement C7 (A0A0G2K7X7)
	< 0.01
	1.532
	Uncharacterized protein (A0A0G2JX36)
	< 0.01
	1.4
	Uncharacterized protein (D3ZZ08)
	< 0.01
	2.169

	Similar to alpha-fetoprotein (F7FAY5)
	< 0.01
	1.516
	Uncharacterized protein (A0A0G2K304)
	< 0.01
	1.386
	Uncharacterized protein (F1M1R0)
	< 0.01
	2.168

	Retinol-binding protein 4 (P04916)
	< 0.01
	1.471
	Uncharacterized protein (F1LWW1)
	< 0.01
	1.378
	Uncharacterized LOC691828 (M0RA79)
	< 0.01
	2.133

	Hemoglobin subunit alpha-1/2 (P01946)
	< 0.01
	1.455
	Epsilon 1 globin (O88752)
	< 0.01
	1.37
	Insulin-like growth factor-binding protein 5 (A0A0G2JVW1)
	> 0.05
	2.097

	Carbonic anhydrase 1 (B0BNN3)
	< 0.01
	1.413
	Carboxylesterase 1C (P10959)
	< 0.01
	1.365
	Globin c2 (A0A0G2JSV6)
	< 0.01
	2.093

	Hemoglobin subunit beta-1 (P02091)
	< 0.01
	1.404
	Uncharacterized protein (D4A4L6)
	< 0.01
	1.353
	Uncharacterized protein (D4A4L6)
	< 0.01
	2.077

	Complement C5 (A0A096P6L9)
	< 0.01
	1.398
	Ceruloplasmin (P13635)
	< 0.01
	1.345
	Carbonic anhydrase 1 (B0BNN3)
	< 0.01
	2.072

	EGF-containing fibulin extracellular matrix protein 2 (A0A0G2K2R5)
	< 0.01
	1.393
	Complement factor properdin (B0BNN4)
	< 0.01
	1.344
	CD5 antigen-like (Q4KM75)
	< 0.01
	2.019

	Uncharacterized protein (G3V8Z5)
	< 0.01
	1.38
	C1q and TNF-related 3 (B1WC91)
	< 0.01
	1.331
	Complement component C1q receptor (Q9ET61)
	≥ 0.01 and ≤ 0.05
	2.013

	Dipeptidase 2 (Q5M872)
	> 0.05
	1.375
	Keratin, type I cytoskeletal 15 (Q6IFV3)
	< 0.01
	1.326
	Alpha globin (Q63910)
	< 0.01
	1.996

	RCG39455, isoform CRA_a (G3V8X6)
	< 0.01
	1.369
	Uncharacterized protein (F1M1Q7)
	< 0.01
	1.321
	Uncharacterized protein (F1M663)
	< 0.01
	1.966

	Uncharacterized protein (A0A0G2K828)
	< 0.01
	1.366
	Anion exchange protein (F8WFT7)
	< 0.01
	1.319
	Immunoglobulin joining chain (G3V6G1)
	< 0.01
	1.955

	Proteasome subunit beta type-1 (P18421)
	≥ 0.01 and ≤ 0.05
	1.357
	Uncharacterized protein (M0R628)
	< 0.01
	1.292
	Angiopoietin-like 3 (F7FHP0)
	< 0.01
	1.947

	Globin c2 (A0A0G2JSV6)
	< 0.01
	1.354
	Angiopoietin-like 3 (F7FHP0)
	< 0.01
	1.29
	Immunoglobulin heavy constant mu (F1LM30)
	< 0.01
	1.913

	LDL receptor-related protein 1 (G3V928)
	≥ 0.01 and ≤ 0.05
	1.349
	Immunoglobulin kappa chain variable 13-85 (A0A0G2JZN1)
	≥ 0.01 and ≤ 0.05
	1.287
	Peroxiredoxin-2 (A0A0G2JSH9)
	< 0.01
	1.911

	Carbonic anhydrase 2 (P27139)
	< 0.01
	1.336
	Carboxylic ester hydrolase (O70177)
	< 0.01
	1.285
	Dynein, axonemal, heavy chain 2 (A0A0G2JYL5)
	< 0.01
	1.905

	Globin a1 (Q62669)
	< 0.01
	1.331
	Uncharacterized protein (A0A0G2K0N6)
	< 0.01
	1.281
	Uncharacterized protein (M0RBX3)
	< 0.01
	1.863

	Complement C3 (M0RBF1)
	< 0.01
	1.308
	Immunoglobulin joining chain (G3V6G1)
	< 0.01
	1.279
	Ig heavy chain V region IR2 (P01805)
	< 0.01
	1.861

	Ig kappa chain V region S211 (P01681)
	< 0.01
	1.302
	Globin c2 (A0A0G2JSV6)
	< 0.01
	1.275
	Di-N-acetylchitobiase (Q01460)
	< 0.01
	1.855

	Similar to Ig variable region, light chain (F1M7I8)
	< 0.01
	1.283
	Serine protease inhibitor A3K (P05545)
	< 0.01
	1.273
	Anion exchange protein (F8WFT7)
	< 0.01
	1.848

	Syntaxin 16 (A0A0G2K528)
	> 0.05
	1.283
	Uncharacterized protein (D3ZPL2)
	< 0.01
	1.267
	LDL receptor-related protein 1 (G3V928)
	≥ 0.01 and ≤ 0.05
	1.814

	Peroxiredoxin-2 (A0A0G2JSH9)
	< 0.01
	1.277
	LDL receptor-related protein 1 (G3V928)
	≥ 0.01 and ≤ 0.05
	1.264
	Polymeric immunoglobulin receptor (A0A0G2K639)
	≥ 0.01 and ≤ 0.05
	1.812

	Uncharacterized protein (F1M4R1)
	< 0.01
	1.274
	Globin a1 (Q62669)
	< 0.01
	1.263
	Uncharacterized protein (A0A0G2K304)
	< 0.01
	1.797

	Ficolin (Collagen/fibrinogen domain containing) 1 (Q5M8B4)
	< 0.01
	1.273
	Uncharacterized protein (A0A0G2K3L5)
	< 0.01
	1.262
	Uncharacterized protein (A0A0G2JX36)
	< 0.01
	1.763

	Alkaline phosphatase, tissue-nonspecific isozyme (P08289)
	≥ 0.01 and ≤ 0.05
	1.266
	Uncharacterized protein (F1LYF1)
	< 0.01
	1.261
	Uncharacterized protein (F1M7B3)
	< 0.01
	1.76

	NADP-dependent malic enzyme (P13697)
	> 0.05
	1.261
	Hyaluronan-binding protein 2 (F1M8H8)
	< 0.01
	1.26
	Class I histocompatibility antigen, Non-RT1.A alpha-1 chain (P15978)
	< 0.01
	1.757

	C1q and TNF-related 3 (B1WC91)
	< 0.01
	1.258
	Keratin, type II cytoskeletal 6A (Q4FZU2)
	< 0.01
	1.257
	Uncharacterized protein (A0A0G2K290)
	< 0.01
	1.749

	Uncharacterized protein (A0A0G2K980)
	< 0.01
	1.254
	Suprabasin (F7FEM5)
	< 0.01
	1.254
	Ankyrin 1 (D3Z9Z0)
	< 0.01
	1.749

	Transforming growth factor, beta-induced (D4A8G5)
	< 0.01
	1.245
	Peptidase inhibitor 16 (A0A1W2Q642)
	< 0.01
	1.246
	Uncharacterized protein (D3ZBB2)
	< 0.01
	1.741

	Dynein, axonemal, heavy chain 2 (A0A0G2JYL5)
	≥ 0.01 and ≤ 0.05
	1.236
	Deleted in malignant brain tumors 1 protein (D3ZZV0)
	≥ 0.01 and ≤ 0.05
	1.246
	Uncharacterized protein (A0A0G2K0N6)
	< 0.01
	1.737

	Alpha-2-macroglobulin (P06238)
	< 0.01
	1.23
	Ig heavy chain V region IR2 (P01805)
	< 0.01
	1.244
	RCG39455, isoform CRA_a (G3V8X6)
	< 0.01
	1.728

	Complement C8 alpha chain (D3ZWD6)
	< 0.01
	1.229
	Immunoglobulin kappa variable 1-35 (M0RD98)
	< 0.01
	1.243
	Proteasome subunit beta type-1 (P18421)
	≥ 0.01 and ≤ 0.05
	1.712

	Immunoglobulin joining chain (G3V6G1)
	< 0.01
	1.228
	Immunoglobulin heavy constant mu (F1LM30)
	< 0.01
	1.241
	Uncharacterized protein (M0R8G6)
	< 0.01
	1.708

	NACHT and WD repeat domain-containing 2 (A0A0G2JZT1)
	> 0.05
	1.228
	Hemoglobin subunit beta-1 (P02091)
	< 0.01
	1.239
	Immunoglobulin kappa chain variable 12-41 (M0R816)
	< 0.01
	1.656

	Proteasome subunit alpha type-3 (P18422)
	< 0.01
	1.226
	Hemoglobin subunit alpha-1/2 (P01946)
	< 0.01
	1.236
	Thrombospondin 1 (M0R979)
	< 0.01
	1.656

	Fibulin-5 (Q9WVH8)
	≥ 0.01 and ≤ 0.05
	1.223
	Carbonic anhydrase 1 (B0BNN3)
	< 0.01
	1.232
	Fibrinogen-like 2 (G3V7P2)
	≥ 0.01 and ≤ 0.05
	1.648

	OTU domain-containing protein 5 (A0A0H2UHD0)
	> 0.05
	1.222
	Dual specificity mitogen-activated protein kinase kinase 5 (Q62862)
	< 0.01
	1.231
	Trans-Golgi network integral membrane protein TGN38 (P19814)
	< 0.01
	1.644

	Polymeric immunoglobulin receptor (A0A0G2K639)
	≥ 0.01 and ≤ 0.05
	1.221
	Hemoglobin subunit beta-2 (P11517)
	< 0.01
	1.23
	Ceruloplasmin (P13635)
	< 0.01
	1.636

	Alpha-1-antiproteinase (A0A0G2JZ73)
	< 0.01
	1.22
	Uncharacterized protein (F1M4R1)
	< 0.01
	1.229
	Carbonic anhydrase 2 (P27139)
	< 0.01
	1.636

	Complement component C9 (F7F389)
	< 0.01
	1.214
	Uncharacterized protein (A0A0G2K290)
	< 0.01
	1.22
	Complement C7 (A0A0G2K7X7)
	< 0.01
	1.632

	Ankyrin 1 (D3Z9Z0)
	< 0.01
	1.212
	FAT atypical cadherin 4 (D3ZEH1)
	> 0.05
	1.206
	Uncharacterized protein (F1M4R1)
	< 0.01
	1.59

	Murinoglobulin-1 (Q03626)
	< 0.01
	1.211
	Uncharacterized protein (A0A0G2K3L1)
	< 0.01
	1.204
	Proteasome subunit beta type-9 (P28077)
	≥ 0.01 and ≤ 0.05
	1.58

	Fibulin-1 (D3ZQ25)
	< 0.01
	1.204
	NADP-dependent malic enzyme (P13697)
	> 0.05
	1.203
	Similar to alpha-fetoprotein (F7FAY5)
	< 0.01
	1.577

	Serum amyloid P-component (A0A0H2UHH2)
	< 0.01
	0.799
	Retinol-binding protein 4 (P04916)
	< 0.01
	0.79
	Hepatocyte growth factor receptor (A0A0G2JY19)
	≥ 0.01 and ≤ 0.05
	1.559

	HGF activator (Q5EBA7)
	< 0.01
	0.794
	Cathepsin S (Q02765)
	< 0.01
	0.78
	Proteasome subunit beta type-10 (Q4KM35)
	< 0.01
	1.545

	14-3-3 protein beta/alpha (P35213)
	< 0.01
	0.794
	Dynein, axonemal, heavy chain 2 (A0A0G2JYL5)
	≥ 0.01 and ≤ 0.05
	0.778
	RNA polymerase II subunit B1 CTD phosphatase Rpap2 (Q5I0E6)
	≥ 0.01 and ≤ 0.05
	1.543

	Uncharacterized protein (F1M663)
	< 0.01
	0.788
	Complement C1r subcomponent-like protein (F1LP96)
	> 0.05
	0.778
	Hemoglobin subunit beta-2 (P11517)
	< 0.01
	1.542

	Collectin sub-family member 10 (C-type lectin) (Predicted) (D4A7F6)
	≥ 0.01 and ≤ 0.05
	0.787
	Macrophage-stimulating 1 (F7FMS0)
	≥ 0.01 and ≤ 0.05
	0.778
	Suprabasin (F7FEM5)
	< 0.01
	1.541

	Apolipoprotein M (P14630)
	< 0.01
	0.782
	Dipeptidase 2 (Q5M872)
	> 0.05
	0.775
	Uncharacterized protein (F1LTN6)
	< 0.01
	1.539

	ABI family member 3-binding protein (F1M0R2)
	≥ 0.01 and ≤ 0.05
	0.78
	Fibulin-1 (B1WC21)
	< 0.01
	0.775
	Dipeptidase 2 (Q5M872)
	> 0.05
	1.538

	Uncharacterized protein (A0A0G2JZV7)
	< 0.01
	0.776
	Uncharacterized protein (M0R8G6)
	< 0.01
	0.774
	G protein-coupled receptor kinase 4 (P70507)
	> 0.05
	1.536

	Integrin subunit alpha 2b (D3ZAC0)
	< 0.01
	0.775
	Complement C4 (P08649)
	< 0.01
	0.771
	Galectin-3-binding protein (O70513)
	≥ 0.01 and ≤ 0.05
	1.535

	Gem (nuclear organelle)-associated protein 4 (F1LWL5)
	≥ 0.01 and ≤ 0.05
	0.77
	Bone sialoprotein 2 (P13839)
	≥ 0.01 and ≤ 0.05
	0.769
	Fibulin-5 (Q9WVH8)
	≥ 0.01 and ≤ 0.05
	1.53

	Trypsin V-B (P32822)
	< 0.01
	0.765
	Complement C1q subcomponent subunit B (G3V7N9)
	< 0.01
	0.764
	Prosaposin (F7EPE0)
	< 0.01
	1.525

	Apolipoprotein E (A0A0G2K151)
	< 0.01
	0.761
	Uncharacterized protein (D3ZBB2)
	< 0.01
	0.764
	NADP-dependent malic enzyme (P13697)
	> 0.05
	1.519

	Uncharacterized protein (D3ZFF8)
	< 0.01
	0.76
	RCG52996, isoform CRA_a (Q6AYR1)
	≥ 0.01 and ≤ 0.05
	0.762
	Acetyl-CoA acetyltransferase, cytosolic (A0A0G2JUB4)
	> 0.05
	1.5

	Apolipoprotein C-I (P19939)
	< 0.01
	0.759
	Serum amyloid P-component (A0A0H2UHH2)
	< 0.01
	0.76
	Pericentrin (D3ZMY8)
	> 0.05
	1.491

	Serine protease inhibitor (A0A0G2K9B1)
	< 0.01
	0.758
	Apolipoprotein E (A0A0G2K151)
	< 0.01
	0.756
	Xaa-Pro dipeptidase (Q5I0D7)
	< 0.01
	1.488

	Uncharacterized protein (M0R5J4)
	< 0.01
	0.752
	Ras-related protein Rap-1A (P62836)
	< 0.01
	0.755
	Peptidase inhibitor 16 (A0A1W2Q642)
	< 0.01
	1.487

	Apolipoprotein A-II (P04638)
	< 0.01
	0.751
	Complement C7 (A0A0G2K7X7)
	< 0.01
	0.751
	Uncharacterized protein (A0A0G2K4K2)
	< 0.01
	1.461

	Protein disulfide-isomerase (P04785)
	≥ 0.01 and ≤ 0.05
	0.751
	Pleckstrin (Q4KM33)
	< 0.01
	0.751
	Maltase-glucoamylase (D3ZTX4)
	< 0.01
	1.456

	Complement C4 (P08649)
	< 0.01
	0.749
	Complement C1s subcomponent (G3V7L3)
	< 0.01
	0.74
	Peroxiredoxin-4 (Q9Z0V5)
	≥ 0.01 and ≤ 0.05
	1.433

	FAT atypical cadherin 4 (D3ZEH1)
	> 0.05
	0.747
	RCG64257-like (F1LTY5)
	< 0.01
	0.74
	Laminin subunit beta 1 (D3ZQN7)
	≥ 0.01 and ≤ 0.05
	1.429

	Dual specificity mitogen-activated protein kinase kinase 5 (Q62862)
	< 0.01
	0.739
	C1r protein (B5DEH7)
	< 0.01
	0.738
	C4b-binding protein alpha chain (Q5M891)
	< 0.01
	1.426

	Uncharacterized protein (D3ZQR5)
	< 0.01
	0.738
	Histidine-rich glycoprotein (A0A0G2K3G0)
	< 0.01
	0.737
	Proteasome subunit alpha type-3 (P18422)
	< 0.01
	1.415

	Peroxiredoxin 5, isoform CRA_c (A0A0G2JSS8)
	≥ 0.01 and ≤ 0.05
	0.737
	14-3-3 protein epsilon (P62260)
	< 0.01
	0.732
	Platelet factor 4 (P06765)
	< 0.01
	1.412

	RCG52996, isoform CRA_a (Q6AYR1)
	≥ 0.01 and ≤ 0.05
	0.736
	Apolipoprotein A-II (P04638)
	< 0.01
	0.728
	Proteasome subunit alpha type-6 (P60901)
	< 0.01
	1.401

	Transitional endoplasmic reticulum ATPase (P46462)
	≥ 0.01 and ≤ 0.05
	0.735
	Peptidoglycan recognition protein 2 (M0R485)
	< 0.01
	0.71
	Uncharacterized protein (A0A0G2K332)
	< 0.01
	1.396

	Cathepsin S (Q02765)
	< 0.01
	0.728
	Complement component C6 (Q811M5)
	< 0.01
	0.706
	Fibulin-1 (D3ZQ25)
	< 0.01
	1.395

	Serum albumin (A0A0G2JSH5)
	< 0.01
	0.715
	Immunoglobulin kappa variable 4-53 (A0A0G2K6T8)
	< 0.01
	0.703
	Uncharacterized protein (M0R9U2)
	< 0.01
	1.39

	Complement C4B (Chido blood group) (Q6MG90)
	< 0.01
	0.711
	Glutathione S-transferase (G3V8H3)
	≥ 0.01 and ≤ 0.05
	0.698
	Deleted in malignant brain tumors 1 protein (D3ZZV0)
	≥ 0.01 and ≤ 0.05
	1.389

	Uncharacterized protein (D3ZE00)
	< 0.01
	0.708
	Complement component factor h-like 1 (Q5I0M3)
	< 0.01
	0.693
	Major urinary protein (P02761)
	< 0.01
	1.387

	Uncharacterized protein (F1LZY6)
	< 0.01
	0.707
	Platelet factor 4 (P06765)
	< 0.01
	0.688
	Proteasome subunit beta type-2 (P40307)
	< 0.01
	1.385

	Ras-related protein Rap-1A (P62836)
	< 0.01
	0.706
	Fructose-bisphosphate aldolase A (P05065)
	< 0.01
	0.685
	Uncharacterized protein (E9PSU8)
	< 0.01
	1.381

	Uncharacterized protein (A0A0G2K3L1)
	< 0.01
	0.705
	Collagen alpha-1(III) chain (P13941)
	< 0.01
	0.684
	SPARC (P16975)
	< 0.01
	1.38

	Ig gamma-2A chain C region (P20760)
	< 0.01
	0.697
	Serum albumin (P02770)
	< 0.01
	0.677
	C4b-binding protein beta chain (A0A5C5)
	< 0.01
	1.379

	Tubulin beta chain (M0R8B6)
	< 0.01
	0.697
	Uncharacterized protein (M0R5J4)
	< 0.01
	0.675
	Proteasome subunit alpha type (A0A0G2K0W9)
	< 0.01
	1.374

	Uncharacterized protein (F1M5L5)
	< 0.01
	0.694
	Alpha-2 antiplasmin (Q80ZA3)
	< 0.01
	0.674
	NACHT and WD repeat domain-containing 2 (A0A0G2JZT1)
	> 0.05
	1.372

	Ig gamma-2C chain C region (P20762)
	< 0.01
	0.693
	Protein disulfide-isomerase (P04785)
	≥ 0.01 and ≤ 0.05
	0.67
	Uncharacterized protein (D3ZC54)
	< 0.01
	1.366

	Ig kappa chain V19-17-like (F1LZH0)
	< 0.01
	0.69
	Apolipoprotein C-I (P19939)
	< 0.01
	0.668
	Pentraxin 3 (D3ZT94)
	< 0.01
	1.365

	Kininogen-1 (P08934)
	< 0.01
	0.682
	Uncharacterized protein (F1M3X3)
	< 0.01
	0.666
	Alpha-1-antiproteinase (A0A0G2JZ73)
	< 0.01
	1.365

	Glycogen phosphorylase, liver form (P09811)
	< 0.01
	0.678
	Tubulin beta chain (M0R8B6)
	< 0.01
	0.65
	Cadherin 5 (F1M7E5)
	< 0.01
	1.346

	Histidine-rich glycoprotein (A0A0G2K3G0)
	< 0.01
	0.67
	Uncharacterized protein (A0A0G2K332)
	< 0.01
	0.649
	Sialate O-acetylesterase (A0A0A0MY22)
	≥ 0.01 and ≤ 0.05
	1.336

	Vinculin (A0A0G2K8V2)
	< 0.01
	0.667
	Heat shock cognate 71 kDa protein (M0R8M9)
	< 0.01
	0.647
	Macrophage colony-stimulating factor 1 receptor (D4ACA7)
	< 0.01
	1.33

	14-3-3 protein zeta/delta (A0A0G2JV65)
	< 0.01
	0.666
	14-3-3 protein beta/alpha (P35213)
	< 0.01
	0.645
	Uncharacterized protein (M0R628)
	< 0.01
	1.326

	Kininogen 1 (A0A0G2JVQ5)
	< 0.01
	0.648
	Ig gamma-2C chain C region (P20762)
	< 0.01
	0.643
	Uncharacterized protein (A0A0G2JWX0)
	< 0.01
	1.324

	Heat shock cognate 71 kDa protein (M0R8M9)
	< 0.01
	0.648
	Uncharacterized protein (M0RCC9)
	< 0.01
	0.635
	Bleomycin hydrolase (A1A5L1)
	≥ 0.01 and ≤ 0.05
	1.323

	Macrophage-stimulating 1 (F7FMS0)
	≥ 0.01 and ≤ 0.05
	0.641
	14-3-3 protein gamma (P61983)
	< 0.01
	0.633
	Immunoglobulin kappa variable 1-99 (M0RDL2)
	< 0.01
	1.32

	Similar to RIKEN cDNA 1300017J02 (A0A0G2K896)
	< 0.01
	0.639
	Vinculin (A0A0G2K8V2)
	< 0.01
	0.63
	Inter-alpha trypsin inhibitor, heavy chain 1 (B2RYM3)
	< 0.01
	1.318

	Platelet factor 4 (P06765)
	< 0.01
	0.633
	Centrosomal protein 192 (D4A3X0)
	≥ 0.01 and ≤ 0.05
	0.622
	Complement C5 (A0A096P6L9)
	< 0.01
	1.312

	Bone sialoprotein 2 (P13839)
	≥ 0.01 and ≤ 0.05
	0.632
	Glycogen phosphorylase, liver form (P09811)
	< 0.01
	0.608
	Aspartyl aminopeptidase (Q4V8H5)
	≥ 0.01 and ≤ 0.05
	1.31

	Coronin-1A (Q91ZN1)
	≥ 0.01 and ≤ 0.05
	0.624
	Actin-related protein 3 (A0A0G2K1C0)
	< 0.01
	0.601
	Complement C1r subcomponent-like protein (F1LP96)
	> 0.05
	1.309

	14-3-3 protein gamma (P61983)
	< 0.01
	0.616
	14-3-3 protein zeta/delta (A0A0G2JV65)
	< 0.01
	0.577
	Angiotensin-converting enzyme (P47820)
	< 0.01
	1.291

	14-3-3 protein eta (A0A0G2K2B8)
	< 0.01
	0.614
	Transitional endoplasmic reticulum ATPase (P46462)
	≥ 0.01 and ≤ 0.05
	0.576
	Proteasome subunit beta type-4 (P34067)
	> 0.05
	1.29

	Adenylyl cyclase-associated protein 1 (Q08163)
	< 0.01
	0.605
	Peroxiredoxin 5, isoform CRA_c (A0A0G2JSS8)
	≥ 0.01 and ≤ 0.05
	0.568
	Ig gamma-2B chain C region (P20761)
	< 0.01
	1.288

	Spectrin beta chain (F1MA36)
	≥ 0.01 and ≤ 0.05
	0.605
	14-3-3 protein eta (A0A0G2K2B8)
	< 0.01
	0.536
	Hemopexin (P20059)
	< 0.01
	1.285

	T-kininogen 1 (P01048)
	< 0.01
	0.603
	Coronin-1A (Q91ZN1)
	≥ 0.01 and ≤ 0.05
	0.534
	Carboxypeptidase Q (Q6IRK9)
	< 0.01
	1.284

	Uncharacterized protein (A0A0G2JY98)
	< 0.01
	0.557
	Actin, cytoplasmic 1 (P60711)
	< 0.01
	0.508
	Uncharacterized protein (A0A0G2JZL1)
	< 0.01
	1.284

	Actin, cytoplasmic 1 (P60711)
	< 0.01
	0.55
	Adenylyl cyclase-associated protein 1 (Q08163)
	< 0.01
	0.497
	Uncharacterized protein (A0A0G2K5D2)
	< 0.01
	1.278

	Tubulin alpha-1B chain (Q6P9V9)
	< 0.01
	0.549
	Apolipoprotein H (Q5I0M1)
	< 0.01
	0.49
	Cadherin-1 (Q9R0T4)
	< 0.01
	1.276

	Actin, alpha cardiac muscle 1 (P68035)
	< 0.01
	0.548
	Tubulin alpha-1B chain (Q6P9V9)
	< 0.01
	0.488
	Glycoprotein Ib platelet alpha subunit (D3ZQU7)
	< 0.01
	1.274

	Filamin A (C0JPT7)
	< 0.01
	0.539
	Integrin subunit alpha 2b (D3ZAC0)
	< 0.01
	0.485
	Alpha-1-acid glycoprotein (A0A0H2UHF8)
	< 0.01
	1.268

	Myl6 protein (B2GV99)
	< 0.01
	0.535
	Actin, alpha cardiac muscle 1 (P68035)
	< 0.01
	0.483
	Lipoprotein lipase (Q06000)
	< 0.01
	1.267

	Immunoglobulin heavy constant mu (A0A0G2K477)
	< 0.01
	0.532
	Serum albumin (A0A0G2JSH5)
	< 0.01
	0.475
	Uncharacterized protein (D3ZPL2)
	< 0.01
	1.264

	Immunoglobulin kappa variable 4-53 (A0A0G2K6T8)
	< 0.01
	0.52
	Myl6 protein (B2GV99)
	< 0.01
	0.461
	Complement C3 (M0RBF1)
	< 0.01
	1.256

	Myosin, heavy polypeptide 9, non-muscle (G3V6P7)
	< 0.01
	0.519
	Tropomyosin alpha-4 chain (P09495)
	< 0.01
	0.452
	Uncharacterized protein (A0A0G2K3L5)
	< 0.01
	1.253

	RCG55135, isoform CRA_b (G3V852)
	< 0.01
	0.501
	Filamin A (C0JPT7)
	< 0.01
	0.45
	Beta-2-microglobulin (P07151)
	< 0.01
	1.249

	Alpha-actinin-1 (Q6T487)
	≥ 0.01 and ≤ 0.05
	0.493
	RCG55135, isoform CRA_b (G3V852)
	< 0.01
	0.438
	Complement component C8 beta chain (P55314)
	< 0.01
	1.249

	Tropomyosin alpha-4 chain (P09495)
	< 0.01
	0.492
	Alpha-actinin-1 (Q6T487)
	≥ 0.01 and ≤ 0.05
	0.427
	Collagen type X alpha 1 chain (A0A0G2K7A5)
	< 0.01
	1.249

	Bridging integrator 2 (Q68FR2)
	< 0.01
	0.488
	Myosin, heavy polypeptide 9, non-muscle (G3V6P7)
	< 0.01
	0.422
	Proteasome subunit alpha type-4 (P21670)
	< 0.01
	1.247

	RCG64257-like (F1LTY5)
	< 0.01
	0.449
	Bridging integrator 2 (Q68FR2)
	< 0.01
	0.416
	RCG35022, isoform CRA_b (G3V6B7)
	< 0.01
	1.246

	Uncharacterized protein (M0RCC9)
	< 0.01
	0.438
	Tubulin alpha-4A chain (Q5XIF6)
	< 0.01
	0.403
	UDP-glucose pyrophosphorylase 2 (Q4V8I9)
	< 0.01
	1.239

	Tubulin alpha-4A chain (Q5XIF6)
	< 0.01
	0.381
	Uncharacterized protein (M0R936)
	< 0.01
	0.39
	Glutathione peroxidase 1 (P04041)
	< 0.01
	1.236

	Uncharacterized protein (F1M3X3)
	< 0.01
	0.376
	Immunoglobulin kappa chain variable 15-103 (A0A0G2K1F0)
	≥ 0.01 and ≤ 0.05
	0.261
	Microfibril-associated glycoprotein 4-like (D4A7W8)
	< 0.01
	1.236

	Haptoglobin (P06866)
	< 0.01
	0.36
	
	
	
	Follistatin-related protein 1 (Q62632)
	< 0.01
	1.234

	Immunoglobulin kappa chain variable 15-103 (A0A0G2K1F0)
	≥ 0.01 and ≤ 0.05
	0.29
	
	
	
	Protein PRRC1 (G3V834)
	≥ 0.01 and ≤ 0.05
	1.234

	Uncharacterized protein (M0R936)
	< 0.01
	0.287
	
	
	
	Laminin subunit gamma 1 (F1MAA7)
	≥ 0.01 and ≤ 0.05
	1.233

	Uncharacterized protein (A0A0G2JZS9)
	< 0.01
	0.281
	
	
	
	Osteoglycin (D3ZVB7)
	< 0.01
	1.232

	Uncharacterized protein (F1LWW1)
	< 0.01
	0.183
	
	
	
	Periostin (D3ZAF5)
	< 0.01
	1.227

	Uncharacterized protein (M0R4X3)
	< 0.01
	0.13
	
	
	
	Fibulin-1 (B1WC21)
	< 0.01
	1.224

	
	
	
	
	
	
	Peptidoglycan recognition protein 2 (M0R485)
	< 0.01
	1.224

	
	
	
	
	
	
	Ig kappa chain V19-17-like (F1LZH0)
	< 0.01
	1.222

	
	
	
	
	
	
	Complement component C9 (F7F389)
	< 0.01
	1.222

	
	
	
	
	
	
	Similar to complement factor H-related protein (A0A0G2K975)
	< 0.01
	1.221

	
	
	
	
	
	
	Plexin B2 (D3ZQ57)
	≥ 0.01 and ≤ 0.05
	1.22

	
	
	
	
	
	
	Vascular cell adhesion protein 1 (P29534)
	< 0.01
	1.219

	
	
	
	
	
	
	Phospholipid transfer protein (E9PSP1)
	< 0.01
	1.217

	
	
	
	
	
	
	Fibrinogen-like protein 1 (Q5M8C6)
	< 0.01
	1.216

	
	
	
	
	
	
	Immunoglobulin kappa variable 1-35 (M0RD98)
	< 0.01
	1.211

	
	
	
	
	
	
	Proteasome subunit alpha type-1 (P18420)
	< 0.01
	1.206

	
	
	
	
	
	
	Calpain-2 catalytic subunit (Q07009)
	< 0.01
	1.206

	
	
	
	
	
	
	Collagen type VI alpha 2 chain (F1LNH3)
	≥ 0.01 and ≤ 0.05
	1.206

	
	
	
	
	
	
	Complement C8 alpha chain (D3ZWD6)
	< 0.01
	1.203

	
	
	
	
	
	
	RCG49849 (D3ZAE6)
	< 0.01
	1.203

	
	
	
	
	
	
	Phosphatidylinositol glycan anchor biosynthesis, class A (D4AAY7)
	≥ 0.01 and ≤ 0.05
	1.202

	
	
	
	
	
	
	Ig lambda-2 chain C region (P20767)
	< 0.01
	0.795

	
	
	
	
	
	
	Plasminogen (Q01177)
	< 0.01
	0.794

	
	
	
	
	
	
	78 kDa glucose-regulated protein (P06761)
	< 0.01
	0.794

	
	
	
	
	
	
	Complement C4 (P08649)
	< 0.01
	0.794

	
	
	
	
	
	
	Glycogen phosphorylase, liver form (P09811)
	< 0.01
	0.793

	
	
	
	
	
	
	Keratin, type II cytoskeletal 5 (A0A0G2K509)
	< 0.01
	0.784

	
	
	
	
	
	
	Proteasome subunit beta type (A0A0G2JSL0)
	< 0.01
	0.782

	
	
	
	
	
	
	Uncharacterized protein (A0A0G2JY98)
	< 0.01
	0.781

	
	
	
	
	
	
	Ig gamma-2A chain C region (P20760)
	< 0.01
	0.78

	
	
	
	
	
	
	FAT atypical cadherin 4 (D3ZEH1)
	> 0.05
	0.777

	
	
	
	
	
	
	C1q and TNF-related 3 (B1WC91)
	< 0.01
	0.775

	
	
	
	
	
	
	Fibrinogen beta chain (P14480)
	< 0.01
	0.772

	
	
	
	
	
	
	Family with sequence similarity 83, member G (D3ZN30)
	> 0.05
	0.771

	
	
	
	
	
	
	Alpha-1-inhibitor III (D4AA52)
	< 0.01
	0.769

	
	
	
	
	
	
	Neogenin (Fragment) (P97603)
	< 0.01
	0.767

	
	
	
	
	
	
	Actin-related protein 3 (A0A0G2K1C0)
	< 0.01
	0.766

	
	
	
	
	
	
	Creatine kinase B-type (P07335)
	< 0.01
	0.765

	
	
	
	
	
	
	Uncharacterized protein (F1LYF1)
	< 0.01
	0.757

	
	
	
	
	
	
	Corticosteroid-binding globulin (P31211)
	< 0.01
	0.754

	
	
	
	
	
	
	Apolipoprotein C-II (Predicted) (G3V8D4)
	< 0.01
	0.753

	
	
	
	
	
	
	Collagen alpha-1(III) chain (P13941)
	< 0.01
	0.751

	
	
	
	
	
	
	Leucine-rich repeat-containing protein 57-like (A0A0G2KBC0)
	≥ 0.01 and ≤ 0.05
	0.75

	
	
	
	
	
	
	Gem (nuclear organelle)-associated protein 4 (F1LWL5)
	≥ 0.01 and ≤ 0.05
	0.746

	
	
	
	
	
	
	Serine protease inhibitor (A0A0G2K9B1)
	< 0.01
	0.732

	
	
	
	
	
	
	Similar to RIKEN cDNA 1300017J02 (A0A0G2K896)
	< 0.01
	0.728

	
	
	
	
	
	
	Fibrinogen gamma chain (P02680)
	< 0.01
	0.721

	
	
	
	
	
	
	Serum paraoxonase/arylesterase 1 (P55159)
	< 0.01
	0.72

	
	
	
	
	
	
	Ig kappa chain V region S211 (P01681)
	< 0.01
	0.718

	
	
	
	
	
	
	Apolipoprotein M (P14630)
	< 0.01
	0.716

	
	
	
	
	
	
	Histidine-rich glycoprotein (A0A0G2K3G0)
	< 0.01
	0.715

	
	
	
	
	
	
	Coagulation factor IX (P16296)
	< 0.01
	0.709

	
	
	
	
	
	
	Sterile alpha motif domain-containing 4B (D4A769)
	≥ 0.01 and ≤ 0.05
	0.698

	
	
	
	
	
	
	Trypsin V-B (P32822)
	< 0.01
	0.696

	
	
	
	
	
	
	Serum amyloid P-component (A0A0H2UHH2)
	< 0.01
	0.695

	
	
	
	
	
	
	Coagulation factor XIII A chain (G3V811)
	< 0.01
	0.693

	
	
	
	
	
	
	Uncharacterized protein (M0R5J4)
	< 0.01
	0.686

	
	
	
	
	
	
	Desmoplakin (F1LMV6)
	≥ 0.01 and ≤ 0.05
	0.66

	
	
	
	
	
	
	Immunoglobulin heavy constant mu (A0A0G2K477)
	< 0.01
	0.658

	
	
	
	
	
	
	Apolipoprotein H (Q5I0M1)
	< 0.01
	0.653

	
	
	
	
	
	
	Apolipoprotein C-I (P19939)
	< 0.01
	0.65

	
	
	
	
	
	
	Complement C4B (Chido blood group) (Q6MG90)
	< 0.01
	0.623

	
	
	
	
	
	
	Complement component factor h-like 1 (Q5I0M3)
	< 0.01
	0.613

	
	
	
	
	
	
	Plasma protease C1 inhibitor (Q6P734)
	< 0.01
	0.611

	
	
	
	
	
	
	Ig gamma-2C chain C region (P20762)
	< 0.01
	0.606

	
	
	
	
	
	
	Uncharacterized protein (A0A0G2JW41)
	< 0.01
	0.595

	
	
	
	
	
	
	14-3-3 protein epsilon (P62260)
	< 0.01
	0.584

	
	
	
	
	
	
	Coagulation factor XIII A chain (O08619)
	< 0.01
	0.577

	
	
	
	
	
	
	Uncharacterized protein (M0RCC9)
	< 0.01
	0.574

	
	
	
	
	
	
	Uncharacterized protein (M0R936)
	< 0.01
	0.548

	
	
	
	
	
	
	Syntaxin 16 (A0A0G2K528)
	> 0.05
	0.541

	
	
	
	
	
	
	Apolipoprotein A-II (P04638)
	< 0.01
	0.536

	
	
	
	
	
	
	Coronin-1A (Q91ZN1)
	≥ 0.01 and ≤ 0.05
	0.534

	
	
	
	
	
	
	Alpha-1-inhibitor III (G3V9J1)
	< 0.01
	0.527

	
	
	
	
	
	
	Serum albumin (A0A0G2JSH5)
	< 0.01
	0.524

	
	
	
	
	
	
	Ras-related protein Rap-1A (P62836)
	< 0.01
	0.521

	
	
	
	
	
	
	Heat shock cognate 71 kDa protein (M0R8M9)
	< 0.01
	0.517

	
	
	
	
	
	
	Alpha-1-inhibitor 3 (P14046)
	< 0.01
	0.508

	
	
	
	
	
	
	Dual specificity mitogen-activated protein kinase kinase 5 (Q62862)
	< 0.01
	0.471

	
	
	
	
	
	
	Vinculin (A0A0G2K8V2)
	< 0.01
	0.468

	
	
	
	
	
	
	Tubulin beta chain (M0R8B6)
	< 0.01
	0.457

	
	
	
	
	
	
	OTU domain-containing protein 5 (A0A0H2UHD0)
	> 0.05
	0.446

	
	
	
	
	
	
	14-3-3 protein zeta/delta (A0A0G2JV65)
	< 0.01
	0.428

	
	
	
	
	
	
	Protein disulfide-isomerase (P04785)
	≥ 0.01 and ≤ 0.05
	0.412

	
	
	
	
	
	
	Transitional endoplasmic reticulum ATPase (P46462)
	≥ 0.01 and ≤ 0.05
	0.408

	
	
	
	
	
	
	Spectrin beta chain (F1MA36)
	≥ 0.01 and ≤ 0.05
	0.397

	
	
	
	
	
	
	Uncharacterized protein (F1M3X3)
	< 0.01
	0.386

	
	
	
	
	
	
	Myl6 protein (B2GV99)
	< 0.01
	0.375

	
	
	
	
	
	
	Centrosomal protein 192 (D4A3X0)
	≥ 0.01 and ≤ 0.05
	0.373

	
	
	
	
	
	
	Peroxiredoxin 5, isoform CRA_c (A0A0G2JSS8)
	≥ 0.01 and ≤ 0.05
	0.373

	
	
	
	
	
	
	Actin, cytoplasmic 1 (P60711)
	< 0.01
	0.349

	
	
	
	
	
	
	Actin, alpha cardiac muscle 1 (P68035)
	< 0.01
	0.331

	
	
	
	
	
	
	14-3-3 protein gamma (P61983)
	< 0.01
	0.327

	
	
	
	
	
	
	Uncharacterized protein (F1LWW1)
	< 0.01
	0.32

	
	
	
	
	
	
	Adenylyl cyclase-associated protein 1 (Q08163)
	< 0.01
	0.318

	
	
	
	
	
	
	RCG64257-like (F1LTY5)
	< 0.01
	0.314

	
	
	
	
	
	
	14-3-3 protein beta/alpha (P35213)
	< 0.01
	0.314

	
	
	
	
	
	
	Tubulin alpha-1B chain (Q6P9V9)
	< 0.01
	0.314

	
	
	
	
	
	
	Filamin A (C0JPT7)
	< 0.01
	0.302

	
	
	
	
	
	
	Immunoglobulin kappa chain variable 15-103 (A0A0G2K1F0)
	≥ 0.01 and ≤ 0.05
	0.297

	
	
	
	
	
	
	14-3-3 protein eta (A0A0G2K2B8)
	< 0.01
	0.294

	
	
	
	
	
	
	Integrin subunit alpha 2b (D3ZAC0)
	< 0.01
	0.287

	
	
	
	
	
	
	Myosin, heavy polypeptide 9, non-muscle (G3V6P7)
	< 0.01
	0.278

	
	
	
	
	
	
	Uncharacterized protein (A0A0G2JZS9)
	< 0.01
	0.255

	
	
	
	
	
	
	RCG55135, isoform CRA_b (G3V852)
	< 0.01
	0.23

	
	
	
	
	
	
	Alpha-actinin-1 (Q6T487)
	≥ 0.01 and ≤ 0.05
	0.219

	
	
	
	
	
	
	Tropomyosin alpha-4 chain (P09495)
	< 0.01
	0.204

	
	
	
	
	
	
	Tubulin alpha-4A chain (Q5XIF6)
	< 0.01
	0.178

	
	
	
	
	
	
	Bridging integrator 2 (Q68FR2)
	< 0.01
	0.174



