Table S2 The sequences reported by Takeuchi et al. (2009, 2011) closely related to
abundant OTUs in this study

OTUs  %ldentity Clone Accession No. Site D(ifl;h
OTUO1 100.0 AMG24A-43 AB300134 AMG 24
100.0 KM22A-04 AB300145 KM 22
98.4 AHH21DNA 29 AB554252 AHH 21
96.6 AHH21DNA 19 AB554249 AHH 21
95.6 KM35A-30 AB300142 KM 35
95.3 AHHIIRNA 15 AB554237 AHH 11
95.1 AMG24A-16 AB300137 AMG 24
95.1 KM22A-166 AB300148 KM 22
OTU02 98.2 AHH21DNA 14 AB554248 AHH 21
98.2 KM35A-12 AB300143 KM 35
OTU04 96.6 URI12A-22 AB300132 UR 12
OTU05 98.3 AHHI1B 213 AB588692 AHH 11
98.3 AMG24B-28 AB300082 AMG 24
98.3 KM22B-138 AB300108 KM 22
98.0 AHH20B 150 AB588723 AHH 20
97.8 KM35B-13 AB300094 KM 35
OTU06 100.0 AHHI1B 165 AB588675 AHH 11
100.0 AMG24B-04 AB300088 AMG 24
OTU07 99.3 AHH20B 165 AB588729 AHH 20
OTU10 95.1 AHHI11B 164 AB588674 AHH 11
OTU12 97.5 AHHI11B 159 AB588670 AHH 11
97.3 KM35B-225 AB300102 KM 35
96.8 SK27B-40 AB300063 SK 27
96.3 AHHI11B 220 AB588697 AHH 11
95.0 KM22B-17 AB300127 KM 22
0TU24 99.1 AHH20B 178 AB588735 AHH 20
96.7 AHHI11B 144 AB588663 AHH 11
OTU29 95.3 AHH20B 178 AB588735 AHH 20
95.1 AHH11B 144 AB588663 AHH 11
OTU30 96.3 AHH20B 178 AB588735 AHH 20
96.3 AHH11B_144 AB588663 AHH 11
OTU34 97.7 AHHI11B 160 AB588671 AHH 11
OTU35 96.0 AHH11B 160 AB588671 AHH 11
OTU36 96.1 AHH20B 105 AB588703 AHH 20
96.1 AHH20B 139 AB588718 AHH 20
96.0 KM22B-39 AB300121 KM 22
95.8 KM35B-32 AB300090 KM 35




