[bookmark: _Hlk3804666][bookmark: _GoBack][bookmark: _Hlk24496407][bookmark: _Hlk3804681][bookmark: OLE_LINK5][bookmark: OLE_LINK6][image: ]Fig. S1. Schematic diagram of the biosynthesis pathways of quality and aromatic volatiles in tomato fruit (modified from Smirnoff and Wheeler 2000; Klee 2010; Rambla et al. 2014; Zhang et al. 2018). The substances related to fruit quality are shown in green font; volatile classes are highlighted in blue bold; metabolic pathways are shown in purple italics; and enzymes involved in the biosynthesis pathways are highlighted in red bold. Abbreviations: AADC, aromatic amino acid decarboxylase; ADH, alcohol dehydrogenase; B-CAA, branched-chain amino acids; BCAT, branched-chain aminotransferase; CCD, carotenoid cleavage dioxygenases; DAHP, 3-deoxy-D-arabino-heptulosonate 7-phosphate; DMAPP, dimethylallyl diphosphate; D-M-1-P, D-mannose-1-phosphate; F-6-P, fructose-6-phosphate; FPP, farnesyl diphosphate; G-6-P, glucose-6-phosphate; GA-3-P, glyceraldehyde-3-phosphate; GDM-D-M, GDP-D-mannose; GGPP, geranylgeranyl diphosphate; GLDH, galactono-1,4-lactone dehydrogenase; GLOase, L-gulono-1,4-lactone oxidase; GMP, GDP-D-mannose pyrophosphorylase; GPP, geranyl diphosphate; GTase, glucosyltransferase; HPL, hydroperoxide lyase; IPP, isopentenyl diphosphate; L-AA, L-ascorbic acid; L-GalA, L-galactonic acid; LOX, lipoxygenase; L-Gal-1,4-L, L-galacturonic acid-1,4-lactone; L-GulA, L-gulonic acid; L-Gul-1,4-L, L-guluronic acid-1,4-lactone; MDHA, monodehydroascorbate; MEP, 2-C-methyl-D-erythritol 4-phosphate; MGA, methyl galacturonic acid; M-6-P, mannose-6-phosphate; MS-G, methyl salicylate-glucoside; PAL, phenylalanine ammonia lyase; PAR, phenylacetaldehyde reductase; PEP, phosphoenolpyruvate; PMI, phosphor mannose isomerase; SAMT, salicylic acid methyltransferase; SOD, superoxide dismutase.
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