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Fig. S1. A schematic diagram of amplified gene regions of isolates.

a) Map of primer sites of the 16S—23S rRNA operon. Primer 1 and 2 were used to amplify 16S rRNA region (partial) and, 3 and 4 were used to amplify
ITS region (ISR A, tRNA, [SR B, tRNAA2 & ISR C) and 23S rRNA (partial). ISR-A, ISR-B, and ISR-C are non-coding intergenic spacer regions which
surround the tRNA genes for isoleucine (tRNA'®¢) and alanine (tRNAA2). b) Map of primer sites in the nodD1 gene, primer 5 & 6 were used to amplify
nodD1 gene. c) Map of primer sites in the nifH gene; here primers 7 and 8 were used to amplify nifH gene.



