
Table S2. Summary of RNA-Seq performed for P. lactiflora under Control and drought stress.
	Sample
	Total reads
	Reads length (nt)
	GC (%)
	Q30 (%)
	Adapter (%)
	Low quality (%)

	Control-1
	49,443,666
	150
	45.35
	95.95
	0.42
	1.07

	Control-2
	67,599,068
	150
	45.12
	96.01
	0.40
	1.03

	Control-3
	51,993,866
	150
	45.39
	96.02
	0.42
	1.02

	Drought-1
	64,250,352
	150
	44.89
	95.84
	0.43
	1.15

	Drought-2
	52,446,392
	150
	44.88
	95.87
	0.43
	1.12

	Drought-3
	45,262,140
	150
	44.81
	96.01
	0.43
	1.02

	Average
	55,165,914
	150
	45.07
	95.95
	0.42
	1.07


GC (%): the percentage of G and C bases in reads. Q30 (%): the percentage of nucleotides with quality value larger than 20 in reads.
