
Table S1. Primers used for validating DEGs by qRT-PCR.
	Gene ID
	Forward primer sequence (5' - 3')
	Reverse primer sequence (5' - 3')

	Unigene0038351
	GCCAGTGGTCTAACGGAT
	GGATAACGAGAACAGGAA

	Unigene0039903
	GCTTCCAGATGACCCTTA
	AGAACTTTTTCCCTCCCA

	Unigene0053264
	CGATGACTTGAACCACCG
	TGACGAAACCACCACGAG

	Unigene0057636
	CATTGCGAAGAAAAGTAGAG
	GAAGCAGACGATGAGAAA

	Unigene0046595
	GTGTCAGGAAAACGGTAT
	AAGGCGTCAGTCTCTCTA

	Unigene0063159
	TTGTTCCACTTTGACATTCC
	AGGTTGCCCAGTGTTTGA

	Unigene0073942
	CCAAATACTGATTACACGC
	GAGAAACAGGAGACGATG

	Unigene0001450
	GTGTTGGGGTGGTTGAGA
	GATAGTGGATACTTTAGGCA

	Unigene0030528
	GAAGAGGATGAAGAAGCA
	CAGCAGCCACCATATTAT

	Unigene0011591
	ACCTCAACGGCAGTCTAC
	AATACTTCAGGGAGCAGC

	Unigene0036335
	TCGGCACTAAGAAATCGG
	CCAAGGAGTCGTAATCAAAT

	Unigene0036345
	CGGAACAAACTCCATCAT
	CTGGGAAGACACAGCCTA

	Unigene0039219
	GCATCGGGTTCTTTTGTT
	AGATCTCTTGCCTCGTCC

	Unigene0011388
	TGGTAGAGGCGAAGATAA
	TGAGAGGCTTGCTTGACA

	Unigene0030528
	GAAGAGGATGAAGAAGCA
	CAGCAGCCACCATATTAT

	Unigene0032520
	TAGGATTAGAGAACACAGAGG
	TGTCAGTTTTGATACCCG

	Unigene0037571
	TACCGTCGGAATGAAGAA
	CAAGGAACCCAACCACTA

	gene_78381
	TTTGACTCTGGCTGTGGCT
	TGGCGTTCATCTGTTGGT

	gene_18975
	GAGGCAAATGCTGATGAC
	ACAAGCAGTACAGAGGTGG

	gene_365
	AATCCTAAACTTAAAGCCCACG
	TAGTCTCACCAACCACCAC

	gene_59136
	TTTTGCTGCTCCTTTCAC
	GTTGAGGTCCTTTCTTGAT

	gene_74439
	TATCAATGGTCCTTTGCC
	TTCAGCCTATACATTCTCC

	gene_62182
	GGAAATGGGAGATACTACAC
	CTGCCTCAGATACAGGTTGA

	gene_75381
	AAGACAAGCCTACTCTGG
	TAATACTGTTTCCCTCCC

	gene_65015
	CAATGAGGCGTAAAGGAC
	ACCCAAATCTACCAGCAA

	gene_71328
	CTGACACTGAAACTAGCCGTAG
	AGGTAATCCACCAGAGGGAG

	gene_2113
	ACCTGGAACTTTGAACTCG
	CTTGGCTGAATCCTTAACTC

	gene_78579
	GCAAGTTGTAACATGGCTTCT
	TGCCGTAGTTCTTGGAGGA

	gene_3762
	AAGCATGGTGTTCCCACT
	CATAGGCAAACATACCACAG

	gene_75965
	TAAAGGGCAGCAACAGCT
	CGCCTCCAGTTAATGTCT

	gene_34993
	TCCCACCACATCGTTTCA
	TTGCCCAGTCATCAGCAT

	gene_46080
	CTTGGGAAATCTAAGTGG
	AATCAGCAGTAGGGTCAA

	gene_55820
	CACAGGACAACAAGCCATCT
	TCTTCCACTGCGTCATTCC

	gene_60031
	AGACTATGTAATCGCCTCAG
	GTGGACGAACTCTTTGCT

	gene_34371
	TTACAAATGGCGGCACTG
	TGGCGACCGAATAATGAG

	gene_24757
	ATCATCAGAATGCGTCAG
	GTCCCGTGAAAGTAAACA

	gene_16450
	AGGAAACTGCCCGTAATA
	GTTGGGACAGAACCTAATT


