
Table S3. KEGG enrichment of the annotated DEGs.
	No.
	Pathway
	DEGs with pathway annotation
	Q-value
	Pathway ID

	1
	Ribosome
	624 (19.63%)
	0
	ko03010

	2
	Carbon metabolism
	312 (9.81%)
	0
	ko01200

	3
	Glyoxylate and dicarboxylate metabolism
	108 (3.4%)
	0
	ko00630

	4
	Nitrogen metabolism
	40 (1.26%)
	0.000001
	ko00910

	5
	Carbon fixation in photosynthetic organisms
	102 (3.21%)
	0.00003
	ko00710

	6
	Glycolysis / Gluconeogenesis
	133 (4.18%)
	0.000098
	ko00010

	7
	Pentose phosphate pathway
	86 (2.71%)
	0.000098
	ko00030

	8
	Photosynthesis
	55 (1.73%)
	0.000139
	ko00195

	9
	Photosynthesis - antenna proteins
	17 (0.53%)
	0.000181
	ko00196

	10
	Alanine, aspartate and glutamate metabolism
	57 (1.79%)
	0.000237
	ko00250

	11
	Biosynthesis of amino acids
	215 (6.76%)
	0.002242
	ko01230

	12
	Galactose metabolism
	59 (1.86%)
	0.002242
	ko00052

	13
	Flavonoid biosynthesis
	30 (0.94%)
	0.004133
	ko00941

	14
	Phenylpropanoid biosynthesis
	100 (3.15%)
	0.006591
	ko00940

	15
	Tryptophan metabolism
	34 (1.07%)
	0.007332
	ko00380


