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[bookmark: _GoBack]Supplementary Figure S1. KIAA1429 expression is frequently dysregulated in various cancers. Bioinformatics analysis of KIAA1429 mRNA expression level in various cancer types based on TCGA and GTEX Pan-cancer database analysis. *p < 0.05, **p < 0.01. ***p < 0.01.
Abbreviations: Adrenocortical carcinoma (ACC), Bladder urothelial carcinoma (BLCA), Breast cancer (BRCA), Cholangiocarcinoma (CHOL), Colon cancer (COAD), DLBC (Lymphoid Neoplasm Diffuse Large B-cell Lymphoma), Esophagus cancer (ESCA), Glioblastoma multiforme (GBM), Head and Neck squamous cell carcinoma (HNSC), Kidney renal clear cell carcinoma (KIRC), Kidney renal papillary cell carcinoma (KIRP), Brain Lower Grade Glioma (LGG), Liver cancer (LIHC), Lung cancer (LUAD), Lung squamous cell carcinoma (LUSC), Ovarian serous cystadenocarcinoma (OV), Pancreatic adenocarcinoma (PAAD), Pheochromocytoma and Paraganglioma (PCPG), Prostate adenocarcinoma (PRAD), Rectal cancer (READ), Sarcoma (SARC), Skin Cutaneous Melanoma (SKCM), Stomach cancer (STAD), Testicular Germ Cell Tumors (TGCT), Thyroid cancer (THCA), Thymoma (THYM) and Uterine Carcinosarcoma (UCS), Acute Myeloid Leukemia (LAML). 
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