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      Up-Regulated Proteins

	S.No.
	Accession
	Description
	Gene
Symbol
	Coverage
[%]
	Unique
Peptides
	MW
[kDa]
	FC
(Log2)

	1
	Q4KM24
	Peroxisomal biogenesis factor 11 beta
	Pex11b
	16
	2
	28.6
	1.02

	2
	Q5FVF3
	ADP-Ribosylation Factor-Binding Protein GGA1
	Gga1
	9
	2
	61.7
	1.05

	3
	B1H227
	Regulator of chromosome condensation 1
	Rcc1
	10
	2
	45.1
	1.11

	4
	B5DEK0
	Regulation of nuclear pre-mRNA domain-containing 1B
	Rprd1b
	19
	2
	36.9
	1.16

	5
	F1LMZ4
	Ribosome-releasing factor 2, mitochondrial
	Gfm2
	4
	2
	85.9
	1.17

	6
	Q5RKI5
	FLII, actin-remodeling protein
	Flii
	9
	6
	144.8
	1.18

	7
	D4ADS6
	Integrator complex subunit 7
	Ints7
	4
	2
	106.8
	1.22

	8
	B5DF29
	Replication factor C
	Rfc5
	14
	3
	38.1
	1.22

	9
	Q5U2Q5
	Ribonucleoside-diphosphate reductase
	Rrm1
	18
	8
	90.2
	1.26

	10
	D4A414
	COX15 cytochrome c oxidase assembly homolog
	Cox15
	8
	2
	45.9
	1.29

	11
	Q566D8
	DNA ligase
	Lig1
	8
	3
	101.8
	1.32

	12
	Q1AAU6
	Differentiation-enhancing factor 1
	Asap1
	2
	2
	127
	1.32

	13
	A0A0G2JX05
	Uridine-cytidine kinase
	Uck2
	10
	2
	29.7
	1.36

	14
	G3V827
	Cysteine conjugate-beta lyase 1
	Ccbl1
	9
	3
	51.5
	1.37

	15
	F1MAD9
	Structural maintenance of chromosomes protein
	Smc4
	3
	2
	146.7
	1.41

	16
	Q4V8G6
	Methyltransferase-like 3
	Mettl3
	6
	2
	64.6
	1.47

	17
	O35780
	Class E basic helix-loop-helix protein 40
	Bhlhe40
	5
	2
	45.5
	1.48

	18
	D4A648
	Serine/threonine kinase 4
	Stk4
	8
	3
	55.3
	1.48

	19
	Q4QQS8
	Nuclear pore complex protein Nup85
	Nup85
	8
	3
	74.8
	1.51

	20
	H1UBM7
	Copine 2 protein
	Cpne2
	5
	2
	61.1
	1.54

	21
	Q8R2E7
	FAS-associated death domain protein
	Fadd
	28
	3
	23.1
	1.57

	22
	O35956
	Solute carrier family 22 member 6
	Slc22a6
	2
	2
	60.7
	1.59

	23
	P47820-1
	Angiotensin-converting enzyme
	Ace
	2
	2
	150.8
	1.61

	24
	B5DF11
	AN1-type zinc finger protein 5
	Zfand5
	13
	2
	23.1
	1.7

	25
	M0RDF1
	Lysine demethylase 3B
	Kdm3b
	3
	2
	186.8
	1.81

	26
	Q68FT9
	Selenocysteine lyase
	Scly
	6
	2
	47.2
	1.88

	27
	Q62720
	Zinc transporter 1
	Slc30a1
	13
	4
	55.1
	1.91

	28
	D3ZZC5
	TNFRSF1A-associated via death domain
	Tradd
	15
	2
	34.5
	2

	29
	Q5XHZ9
	Pachytene checkpoint protein 2 homolog
	Trip13
	7
	3
	48.4
	2.01

	30
	Q5FVR6
	Protein CMSS1
	Cmss1
	8
	2
	31.5
	2.06

	31
	P18589
	Interferon-induced GTP-binding protein Mx2
	Mx2
	9
	3
	75
	2.08

	32
	Q9Z340-1
	Partitioning defective 3 homolog
	Pard3
	2
	2
	149.4
	2.18

	33
	F1MAB8
	Kinesin family member 11
	Kif11
	4
	3
	118.2
	2.33

	34
	Q3B7C9
	Single stranded DNA binding protein 3
	Ssbp3
	7
	2
	37.7
	2.45

	35
	P06762
	Heme oxygenase 1
	Hmox1
	42
	8
	33
	2.49

	36
	Q9Z1Z9
	PDZ and LIM domain protein 7
	Pdlim7
	9
	2
	49.9
	2.6

	37
	Q5XI29
	Cleavage and polyadenylation 
specificity factor subunit 7
	Cpsf7
	8
	2
	51
	3.1

	38
	P02803
	Metallothionein-1 
	Mt1a
	56
	2
	6
	3.1

	39
	D3ZYM7
	LYR motif-containing 4 
	Lyrm4
	25
	2
	10.8
	4.02

	40
	D3ZHV3
	Metallothionein 
	Mt1m
	52
	2
	6.1
	6.17


Down-Regulated Proteins

	1
	Q7TPI8
	Protein YIPF5
	Yipf5
	3
	2
	71.8
	-3.39

	  2
	A0A0G2K9H8
	FK506 binding protein 11
	Arf3
	41
	4
	21.1
	-3.23

	3
	P84100
	60S ribosomal protein L19
	Rpl19
	20
	3
	12.4
	-3.17

	4
	B0BNJ1
	Sorcin protein
	Sri
	28
	6
	21.6
	-2.97

	5
	Q75UQ2
	Craniofacial development protein 1
	Cfdp1
	8
	2
	32.9
	-2.91

	6
	D3ZP47
	Phosphohistidine phosphatase 1
	Phpt1
	28
	3
	14
	-2.73

	7
	D3ZF12
	Signal peptidase complex subunit 3
	Spcs3
	11
	2
	20.3
	-2.71

	8
	M0R9T2
	Erbb2-interacting protein
	Erbin
	3
	3
	140
	-2.64

	9
	Q6AYI5
	Leucine-rich repeat protein SHOC-2
	Shoc2
	9
	2
	64.9
	-2.61

	10
	Q4KM38
	FUS interacting protein (Serine-arginine rich) 1
	Srsf10
	16
	2
	20
	-2.6

	11
	Q64548-2
	Isoform RTN1-S of Reticulon-1
	Rtn1
	13
	2
	23.5
	-2.6

	12
	D4A0W1
	ER membrane protein complex subunit 4
	Emc4
	21
	3
	20.1
	-2.52

	13
	B1WC12
	Major facilitator superfamily domain- containing 5
	Mfsd5
	6
	2
	49.7
	-2.52

	14
	P84039
	Ectonucleotide pyrophosphatase/ phosphodiesterase family member 5
	Enpp5
	15
	5
	54.3
	-2.5

	15
	F1LQU9
	Small G protein-signaling modulator 3
	Sgsm3
	4
	3
	86.8
	-2.48

	16
	A0A1W2Q655
	Zinc finger and BTB domain containing 20
	Zbtb20
	5
	2
	81.1
	-2.47

	17
	Q63372-2
	Neurexin-1
	Nrxn1
	4
	4
	167.8
	-2.46

	18
	A0A0G2JWQ7
	Glycoprotein-N-acetylgalactosamine
	C1galt1
	6
	2
	45.4
	-2.44

	19
	P08081-2
	Isoform Non-brain of Clathrin light chain A
	Clta
	20
	3
	23.6
	-2.43

	20
	P17046
	Lysosome-associated membrane glycoprotein 2
	Lamp2
	7
	2
	45.1
	-2.42

	21
	Q56AP7
	Protein cereblon
	Crbn
	9
	2
	50.8
	-2.4

	22
	Q8VHJ9
	Nesprin-1
	Syne1
	1
	2
	324.9
	-2.31

	23
	Q4QQV3
	Protein FAM162A
	Fam162a
	23
	3
	17.8
	-2.31

	24
	D3ZXX8
	NDUFA4, mitochondrial complex-associated-like 2
	Ndufa4l2
	20
	2
	10.1
	-2.28

	25
	Q5U1Z2
	Trafficking protein particle complex subunit 3
	Trappc3
	15
	3
	20.3
	-2.27

	26
	D3ZQM3
	Integrin alpha 3 variant B
	Itga3
	6
	4
	119
	-2.26

	27
	Q64194
	Lysosomal acid lipase/cholesteryl ester hydrolase
	Lipa
	6
	2
	45.2
	-2.25

	28
	P14841
	Cystatin-C
	Cst3
	20
	2
	15.4
	-2.24

	29
	Q5M9I5
	Cytochrome b-c1 complex subunit 6 mitochondrial
	Uqcrh
	37
	2
	10.4
	-2.24

	30
	Q8CF97
	Deubiquitinating protein VCIP135
	Vcpip1
	2
	2
	134.5
	-2.23

	31
	A0A0G2JZF6
	NADH:ubiquinone oxidoreductase
complex assembly factor 2
	Ndufaf2
	19
	2
	19.5
	-2.23

	32
	Q4V898
	RNA-binding motif protein, X chromosome
	Rbmx
	5
	2
	42.2
	-2.23

	33
	Q32KJ4
	Iduronate-2-sulfatase (Fragment)
	Ids
	6
	2
	61.4
	-2.22

	34
	Q4KLZ3
	DAZ associated protein 1
	Dazap1
	12
	3
	43.1
	-2.21

	35
	P62804
	Histone H4
	Hist4h4
	29
	3
	11.4
	-2.21

	36
	Q5U1Z9
	Metaxin 2
	Mtx2
	19
	3
	29.7
	-2.21

	37
	M0R5P8
	ADAM metallopeptidase domain 22
	Adam22
	6
	3
	85.6
	-2.19

	38
	Q5XI60
	Receptor expression-enhancing protein 6
	Reep6
	19
	2
	23.3
	-2.18

	39
	P62703
	40S ribosomal protein S4, X isoform
	Rps4x
	26
	2
	22
	-2.18

	40
	B2RZ37
	Receptor expression-enhancing protein 5
	Reep5
	14
	2
	21.4
	-2.11

	41
	F1LMQ3
	Proteasome 26S subunit, non-ATPase 8
	Psmd8
	13
	6
	39.9
	-2.1

	42
	D4A0T0
	NADH:ubiquinone oxidoreductase 
subunit B10
	Ndufb10
	31
	4
	20.8
	-2.09

	43
	D3ZAQ4
	Proteasome assembly chaperone 2
	Psmg2
	14
	4
	29.6
	-2.09

	44
	G3V9N1
	Serine/threonine-protein phosphatase PGAitochondriaM5
	Pgam5
	13
	4
	32
	-2.09

	45
	F1LRM6
	Phosphatidylinositol-glycan biosynthesis class X
	Pigx
	10
	2
	28.4
	-2.08

	46
	Q9EPX0
	Heat shock protein beta-8
	Hspb8
	10
	2
	21.6
	-2.07

	47
	P61983
	14-3-3 protein gamma
	Ywhag
	32
	3
	28.3
	-2.06

	48
	O88377
	Phosphatidylinositol 5-phosphate 4
-kinase type-2 beta
	Pip4k2b
	7
	2
	47.2
	-2.05

	49
	D3ZVW3
	Zinc finger CCCH-type-containing 4
	Zc3h4
	2
	2
	126.7
	-2.05

	50
	A0A0G2K9R0
	Zinc finger, SWIM-type-containing 8
	Zswim8
	3
	3
	193.3
	-2.05

	51
	Q99068
	Alpha-2-macroglobulin receptor-associated protein
	Lrpap1
	20
	7
	42
	-2.03

	52
	P62744
	AP-2 complex subunit sigma
	Ap2s1
	18
	3
	17
	-2.03

	53
	Q5BJX1
	39S ribosomal protein L41, mitochondrial
	Mrpl41
	22
	3
	1 5.2
	-2.03

	54
	F1LX68
	Spermatogenesis-associated, serine-rich 2
	Spats2
	5
	2
	59.4
	-2.03

	55
	D4ACM1
	Elongator complex protein 3
	Elp3
	9
	4
	62.3
	-2.02

	56
	D3ZZQ6
	Integrator complex subunit 4
	Ints4
	2
	2
	12.6
	-2.02

	57
	Q8CG07
	ATPase WRNIP1
	Wrnip1
	5
	2
	71.9
	-2.01

	58
	D3ZV15
	Cbl proto-oncogene
	Cbl
	7
	5
	100.6
	-2.01

	59
	A0A0G2K7G7
	Septin-8
	Septin
	13
	2
	55.8
	-2.01

	60
	Q712U5-1
	cAMP-regulated phosphoprotein 19
	Arpp19
	25
	2
	12.3
	-2

	61
	Q6AYS8
	Estradiol 17-beta-dehydrogenase 11
	Hsd17b11
	14
	3
	32.9
	-1.98

	62
	Q68FS4-1
	Cytosol aminopeptidase
	Lap3
	51
	17
	56.1
	-1.97

	63
	A0A0G2JWH5
	STT3A, catalytic subunit of the oligosaccharyltransferase complex
	Stt3a
	10
	6
	88.3
	-1.97

	64
	P97519
	Hydroxymethylglutaryl-CoA lyase mitochondrial
	Hmgcl
	22
	5
	34.2
	-1.96

	65
	F1LMN8
	KH domain-containing, RNA-binding, signal transduction-associated protein 3
	Khdrbs3
	8
	2
	38.7
	-1.96

	66
	D3ZXF8
	Mitochondrial ribosomal protein L43
	Mrpl43
	12
	2
	17.6
	-1.94

	67
	G3V8P5
	Similar to cDNA sequence BC017158
	RGD1310127
	28
	3
	16.6
	-1.94

	68
	D3ZH12
	Nitric oxide synthase-interacting protein
	Nosip
	12
	2
	33.2
	-1.93

	69
	Q6V9V9
	Serine/threonine kinase 25
	Stk25
	17
	2
	48.1
	-1.93

	70
	P32198
	Carnitine O-palmitoyltransferase 1
	Cpt1a
	18
	10
	88.1
	-1.91

	   71
	Q6AY25
	Transmembrane emp24 domain -    containing protein 3
	
Tmed3
	
14
	
3
	
25.5
	
-1.91

	72
	G3V6H1
	Galactosylceramidase
	Galc
	5
	2
	77
	-1.9

	73
	A0A0H2UHF6
	PRA1 family protein
	Arl6ip5
	22
	4
	23.6
	-1.9

	74
	D3ZZM0
	Solute carrier family 39 (Zinc transporter)
	Slc39a14
	8
	3
	54.2
	-1.89

	75
	P27274
	CD59 glycoprotein
	Cd59
	16
	2
	13.8
	-1.88

	76
	A0A0G2JTX2
	PRA1 family protein
	Praf2
	22
	3
	19.5
	-1.86

	77
	D3ZP13
	Sulfhydryl oxidase
	Qsox2
	7
	3
	79.1
	-1.86

	78
	B0BN97
	Txndc12 protein (Fragment)
	Txndc12
	12
	2
	22.3
	-1.86

	79
	D4A1R0
	DEAH-box helicase 37
	Dhx37
	3
	2
	128.6
	-1.84

	80
	D3ZGT6
	Prolyl 4-hydroxylase subunit alpha 2
	P4ha2
	7
	3
	60.8
	-1.84

	81
	F1LRQ6
	CDC23 (Cell division cycle 23)
	Cdc23
	9
	4
	65.9
	-1.83

	82
	P04041
	Glutathione peroxidase 1
	Gpx1
	12
	2
	22.3
	-1.83

	83
	D4AA91
	Ceramide synthase 5
	Cers5
	10
	3
	51.3
	-1.82

	84
	B1H282
	Collagen beta(1-O) galactosyltransferase 1
	Glt25d1
	9
	5
	71.1
	-1.82

	85
	B2GV73
	Actin-related protein 2/3 complex subunit 3
	Arpc3
	8
	2
	20.5
	-1.8

	86
	O54698
	Equilibrative nucleoside transporter 1
	Slc29a1
	5
	2
	50
	-1.8

	87
	Q45QK6
	Guanine nucleotide-binding protein subunit gamma
	Gng2
	59
	2
	5.7
	-1.8

	88
	A0A0G2K5P9
	Propionyl-CoA carboxylase alpha chain mitochondrial
	Pcca
	11
	6
	81.4
	-1.79

	89
	D3ZZ20
	AFG3(ATPase family gene 3
	Afg3l1
	9
	4
	87.1
	-1.78

	90
	Q6AY90
	Family with sequence similarity 192, member A
	Fam192a
	10
	2
	28.6
	-1.78

	91
	Q5XI31
	GPI transamidase component PIG-S
	Pigs
	18
	5
	61.7
	-1.78

	92
	P54311
	Guanine nucleotide-binding
protein G(I)/G(S)/G(T) subunit beta-1
	Gnb1
	49
	5
	37.4
	-1.78

	93
	Q920P6
	Adenosine deaminase
	Ada
	15
	4
	39.9
	-1.75

	94
	D3ZGX8
	Bromodomain-containing 4
	Brd4
	3
	3
	156.2
	-1.75

	95
	P11240
	Cytochrome c oxidase subunit 5A, mitochondrial
	Cox5a
	16
	2
	16.1
	-1.74

	96
	P08011
	Microsomal glutathione 
S-transferase 1
	Mgst1
	16
	2
	17.5
	-1.74

	97
	G3V6W2
	Prolactin regulatory element-binding protein
	Preb
	9
	2
	45.3
	-1.74

	98
	Q6AXS4
	Renin receptor
	Atp6ap2
	13
	4
	39.1
	-1.74

	99
	P61589
	Transforming protein RhoA
	Rhoa
	40
	2
	21.8
	-1.74

	100
	A0A0G2JZH0
	Calcium-binding protein 39
	Cab39
	14
	4
	39.8
	-1.73

	101
	Q6GQY2
	Multiple coagulation factor deficiency 2
	Mcfd2
	42
	3
	16.2
	-1.73

	102
	D3ZS58
	NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 2
	Ndufa2
	25
	2
	10.8
	-1.7

	103
	Q4QQR9
	Protein MEMO
	Memo1
	15
	4
	33.7
	-1.69

	104
	Q64232
	Very-long-chain enoyl-CoA reductase
	Tecr
	26
	9
	36.1
	-1.69

	105
	G3V661
	Bromodomain adjacent to zinc finger domain protein 1B
	Baz1b
	2
	2
	170.2
	-1.67

	106
	Q4V887
	Zinc transporter ZIP6
	Slc39a6
	3
	2
	83.2
	-1.67

	107
	Q6NYB7
	Ras-related protein Rab-1A
	Rab1a
	47
	3
	22.7
	-1.65

	108
	F1LTZ2
	Selenoprotein N
	Selenon
	6
	2
	53.4
	-1.65

	109
	A0A0G2K7W6
	Similar to 60S ribosomal protein L27a
	RGD1562402
	28
	4
	16.6
	-1.65

	110
	G3V7U6
	Calpain-5
	Capn5
	5
	3
	84.5
	-1.64

	111
	B2RYC9
	Glucosylceramidase
	Gba
	19
	8
	57.5
	-1.64

	112
	A0A0H2UHN2
	Isopentenyl-diphosphate Delta-isomerase 1
	Idi1
	14
	3
	32.5
	-1.64

	113
	D4ADS4
	Microsomal glutathione 
S-transferase 3
	Mgst3
	32
	3
	16.7
	-1.64

	114
	A0A0G2JXT6
	Myotubularin-related protein 6
	Mtmr6
	11
	5
	75.5
	-1.64

	115
	Q5BK21
	Transmembrane 7 superfamily member 2
	Tm7sf2
	15
	5
	46.4
	-1.64

	116
	B2GUY0
	ER alpha-1,2-mannosidase
	Man1b1
	3
	2
	74.8
	-1.63

	117
	F1LNF7
	Isocitrate dehydrogenase [NAD]
	Idh3a
	27
	9
	41.2
	-1.63

	
	
	subunit, mitochondrial
	
	
	
	
	

	118
	D4A978
	Phosphoinositide phospholipase C
	Plcd3
	17
	8
	89.4
	-1.63

	119
	Q6JWR2
	Putative sodium-coupled neutral amino acid transporter 7
	Slc38a7
	5
	2
	49.8
	-1.63

	120
	Q63635
	Syntaxin-6
	Stx6
	31
	5
	29
	-1.63

	121
	Q66H28
	Transmembrane protein 206
	Tmem206
	13
	2
	40
	-1.63

	122
	A0A0G2K214
	Zinc finger CCCH-type-containing 7B
	Zc3h7b
	4
	2
	110.3
	-1.63

	123
	Q5UAJ6
	Cytochrome c oxidase subunit 2
	COX2
	23
	4
	25.9
	-1.62

	124
	P04905
	Glutathione S-transferase Mu 1
	Gstm1
	50
	6
	25.9
	-1.62

	125
	F1M7L6
	Secretogranin III
	Scg3
	34
	11
	53.2
	-1.62

	126
	A0A0G2K330
	Trifunctional enzyme subunit beta
	Hadhb
	20
	8
	52.5
	-1.62

	127
	Q6TEK3
	Vitamin K epoxide reductase complex subunit 1-like protein 1
	Vkorc1l1
	17
	3
	19.8
	-1.62

	128
	B2RYF6
	CLPTM1, transmembrane protein
	Clptm1
	12
	6
	75.2
	-1.61

	129
	D3ZF97
	Endoplasmic reticulum lectin 1
	Erlec1
	5
	2
	54.6
	-1.61

	130
	G3V9N0
	Polyadenylate-binding protein
	Pabpc4
	15
	3
	70.8
	-1.61

	131
	G3V8V4
	Ceramide synthase 2
	Cers2
	14
	4
	44.9
	-1.6

	132
	Q63803
	Guanine nucleotide-binding protein G(S) subunit alpha
	Gnas
	15
	3
	122.8
	-1.6

	133
	E9PU37
	Palmitoyltransferase
	Zdhhc13
	7
	3
	70.7
	-1.6

	134
	D3ZUD8
	Transmembrane 9 superfamily member
	Tm9sf3
	8
	4
	69.9
	-1.6

	135
	D3ZXE2
	Sister chromatid cohesion protein PDS5 homolog B
	Pds5b
	4
	4
	164.4
	-1.59

	136
	P07340
	Sodium/potassium-transporting ATPase subunit beta-1
	Atp1b1
	36
	9
	35.2
	-1.59

	137
	P68511
	14-3-3 protein eta
	Ywhah
	47
	7
	28.2
	-1.58

	138
	Q3MID6
	Calumenin
	Calu
	35
	2
	37.1
	-1.58

	139
	D4AE68
	Guanine nucleotide-binding protein G(q) subunit alpha
	Gnaq
	34
	6
	42.1
	-1.58

	140
	M0R919
	Prefoldin subunit 3
	Vbp1
	33
	4
	20.9
	-1.57

	141
	Q5M7W6
	Protein FAM234A
	Fam234a
	4
	2
	60.6
	-1.57

	142
	A0A0G2JVC8
	Terpene cyclase/mutase family member
	Lss
	25
	13
	83.2
	-1.57

	143
	P56603
	Secretory carrier-associated membrane protein 1
	Scamp1
	22
	4
	38
	-1.56

	144
	B2RZD6
	NDUFA4, mitochondrial complex-associated
	Ndufa4
	46
	4
	9.3
	-1.55

	145
	B4F7A9
	Casein kinase 2 alpha 2
	Csnk2a2
	18
	5
	41.2
	-1.54

	146
	G3V733
	Synapsin II
	Syn2
	35
	12
	63.4
	-1.54

	147
	Q5XFX0
	Transgelin-2
	Tagln2
	76
	10
	22.4
	-1.54

	148
	P61314
	60S ribosomal protein L15
	Rpl15
	18
	4
	24.1
	-1.53

	149
	Q5XHY0
	RNA helicase
	Ddx18
	11
	3
	75.5
	-1.53

	150
	D3ZWF5
	Transcription and mRNA export factor ENY2
	Eny2
	24
	2
	11.5
	-1.53

	151
	G3V9X6
	DNA repair protein RAD50
	Rad50
	4
	4
	153.7
	-1.52

	152
	P84083
	ADP-ribosylation factor 5
	Arf5
	48
	4
	20.5
	-1.51

	153
	P14942
	Glutathione S-transferase alpha-4
	Gsta4
	7
	2
	25.5
	-1.51

	154
	P07154
	Cathepsin L1
	Ctsl1
	11
	3
	37.6
	-1.5

	155
	Q3B7D0
	Coprogen oxidase
	Cpox
	13
	5
	49.2
	-1.5

	156
	D3ZR49
	Alpha-1,2-Mannosidase
	Man1a2
	5
	2
	72.7
	-1.49

	157
	D4A4P4
	FAD synthase
	Flad1
	14
	4
	54.6
	-1.48

	158
	P12007
	Isovaleryl-CoA dehydrogenase, mitochondrial
	Ivd
	12
	5
	46.4
	-1.48

	159
	P22734-1
	Catechol O-methyltransferase
	Comt
	22
	4
	29.6
	-1.47

	160
	Q811S9
	Guanine nucleotide-binding protein-like 3
	Gnl3
	13
	4
	60.6
	-1.47

	161
	P39032
	60S ribosomal protein L36
	Rpl36
	3
	2
	71.8
	-1.46

	162
	Q6AYI1
	DEAD (Asp-Glu-Ala-Asp) box polypeptide 5
	Ddx5
	33
	11
	69.2
	-1.46

	163
	F1LQI1
	Hydroxyacyl glutathione hydrolase
	Hagh
	16
	4
	34.1
	-1.46

	164
	A0A0G2JTS3
	Vacuolar protein sorting-associated protein 29
	Vps29
	19
	4
	23.6
	-1.46

	165
	P70500
	CDP-diacylglycerol--inositol 3- phosphatidyl transferase
	Cdipt
	16
	3
	23.6
	-1.45

	166
	P20611
	Lysosomal acid phosphatase
	Acp2
	9
	4
	48.3
	-1.45

	167
	Q4V8H5
	Aspartyl aminopeptidase
	Dnpep
	25
	7
	52.5
	-1.44

	168
	Q5I0P2
	Glycine cleavage system H protein, mitochondrial
	Gcsh
	29
	2
	18.5
	-1.44

	169
	A0A0G2K5L2
	Solute carrier family 25 member 22
	Slc25a22
	21
	6
	34.6
	-1.44

	170
	Q4FZV1
	Serine incorporator 2
	Serinc2
	6
	2
	50.4
	-1.44

	171
	D3ZUM2
	Sterile alpha and TIR motif containing 1
	Sarm1
	20
	12
	79.6
	-1.44

	172
	P62959
	Histidine triad nucleotide-binding protein 1
	Hint1
	58
	5
	13.8
	-1.43

	173
	F7EV94
	2-oxoisovalerate dehydrogenase subunit alpha
	Bckdha
	26
	8
	52.8
	-1.42

	174
	P19511
	ATP synthase F(0) complex subunit B1, mitochondrial
	Atp5f1
	29
	7
	28.9
	-1.42

	175
	Q62698
	Cytoplasmic dynein 1 light intermediate chain 2
	Dync1li2
	33
	9
	54.7
	-1.42

	176
	P63047
	Sulfotransferase 4A1

	Sult4a1
	11
	2
	33
	-1.42

	177
	P32089
	Tricarboxylate transport protein, mitochondrial
	Slc25a1
	24
	6
	33.8
	-1.42

	178
	P62168
	Neuronal calcium sensor 1
	Ncs1
	34
	5
	21.9
	-1.41

	179
	A0A0H2UHB1
	3-keto-steroid reductase
	Hsd17b7
	22
	6
	37.5
	-1.4

	180
	Q6AYS7
	Aminoacylase-1A
	Acy1
	28
	9
	45.8
	-1.4

	181
	B0BNG0
	ER membrane protein complex 
subunit 2
	Emc2
	30
	7
	34.8
	-1.4

	182
	P04785
	Protein disulfide-isomerase
	P4hb
	53
	21
	56.9
	-1.4

	183
	D4A720
	Serine and arginine-rich-splicing 
factor 7
	Srsf7
	18
	4
	27.4
	-1.4

	184
	Q7TMA5
	Apolipoprotein B-100
	Apob
	7
	4
	535.7
	-1.4

	185
	P00388
	NADPH--cytochrome P450 reductase
	Por
	24
	13
	76.9
	-1.39

	186
	Q63377
	Sodium/potassium-transporting ATPase subunit beta-3
	Atp1b3
	22
	4
	31.8
	-1.39

	187
	P21913
	Iron-sulfur subunit of complex II
	Sdhb
	15
	5
	31.8
	-1.39

	188
	P62282
	40S ribosomal protein S11
	Rps11
	26
	5
	18.4
	-1.38

	189
	Q4QRB0
	Galactose-4-epimerase
	Gale
	36
	10
	38.3
	-1.38

	190
	P59215
	Guanine nucleotide-binding protein G(O) subunit alpha
	Gnao1
	37
	7
	40
	-1.38

	191
	D4A7U6
	U6 snRNA-associated Sm-like protein LSm3
	Lsm3
	18
	2
	11.8
	-1.37

	192
	B2RYI8
	Papss1 protein
	Papss1
	13
	6
	70.7
	-1.37

	193
	F1M8Y4
	DEP domain-containing MTOR-interacting protein
	Deptor
	18
	6
	46.2
	-1.36

	194
	D3ZZV1
	Presequence translocase-associated motor 16
	Pam16
	44
	4
	13.8
	-1.36

	195
	I6L9G6
	TAR DNA-binding protein
	Tardbp
	48
	9
	32.1
	-1.35

	196
	P56571
	ES1 protein homolog, mitochondrial
	Erbb2ip
	25
	5
	28.2
	-1.34

	197
	D3ZQD3
	Oxoglutarate dehydrogenase-like
	Ogdhl
	20
	13
	114.6
	-1.34

	198
	P62856
	40S ribosomal protein S26
	Rps26
	21
	2
	12.9
	-1.33

	199
	Q5I0H3
	Small ubiquitin-related modifier 1
	Sumo1
	21
	2
	11.6
	-1.33

	200
	A0A0G2K1Q8
	ATP-binding cassette subfamily A member 3
	Abca3
	5
	5
	191.6
	-1.32

	201
	P43138
	DNA- (apurinic or apyrimidinic site) lyase
	Apex1
	29
	6
	35.5
	-1.32

	202
	G3V7N6
	Membrane-bound O-acyltransferase domain-containing 7-like 1
	Mboat7l1
	12
	3
	53.3
	-1.32

	203
	O35244
	Peroxiredoxin-6
	Prdx6
	37
	10
	24.8
	-1.32

	204
	Q6DGG1
	Protein ABHD14B
	Abhd14b
	25
	4
	22.6
	-1.32

	205
	Q64537
	Calpain small subunit 1
	Capns1
	58
	9
	28.6
	-1.31

	206
	P04762
	Catalase
	Cat
	32
	11
	59.7
	-1.31

	207
	G3V624
	Coronin
	Coro1c
	12
	5
	53.1
	-1.31

	208
	A0A0G2JXI9
	Histone H2B
	Hist1h2bo
	25
	3
	15.5
	-1.31

	209
	P37805
	Transgelin-3
	Tagln3
	71
	10
	22.5
	-1.31

	210
	Q5HZE2
	Transmembrane protein 120A
	Tmem120a
	21
	5
	40.6
	-1.31

	211
	Q9Z2S9
	Flotillin-2
	Flot2
	25
	8
	47
	-1.3

	212
	Q5BK63
	NADH-ubiquinone oxidoreductase 39 -kDa subunit
	Ndufa9
	28
	8
	42.5
	-1.3

	213
	Q4V8B7
	Inactive hydroxysteroid dehydrogenase-like protein 1
	Hsdl1
	22
	5
	36.9
	-1.29

	214
	Q6PSM0
	Multidrug resistance protein 1a
	Abcb1a
	10
	10
	140.2
	-1.29

	215
	Q4FZT8
	SPRY domain-containing protein 4
	Spryd4
	24
	4
	23.2
	-1.29

	216
	F7FJQ3
	NPC intracellular cholesterol transporter 2
	Npc2
	28
	5
	16.7
	-1.28

	217
	B1WC61
	Acad9 protein
	Acad9
	24
	11
	68.8
	-1.27

	218
	A0A0G2K1M7
	Anoctamin
	Ano6
	7
	5
	105.8
	-1.27

	219
	Q99ND9
	Rwd domain-containing protein 1
	Rwdd1
	18
	3
	27.8
	-1.26

	220
	Q4V8H8
	EH domain-containing protein 2
	Ehd2
	17
	3
	17.2
	-1.26

	221
	Q5XID1
	Anamorsin
	Ciapin1
	33
	5
	33
	-1.25

	222
	P29066
	Beta-arrestin-1
	Arrb1
	28
	7
	47
	-1.24

	223
	P11951
	Cytochrome c oxidase subunit 6C-2
	Cox6c
	30
	3
	8.4
	-1.24

	224
	Q5BJP3
	Ubiquitin-fold modifier 1
	Ufm1
	68
	4
	9.1
	-1.23

	225
	Q761X5
	Netrin receptor UNC5C
	Unc5c
	6
	4
	103.1
	-1.22

	226
	Q5M949
	Nipsnap homolog 3A
	Nipsnap3b
	8
	2
	28.3
	-1.2

	227
	P63329-1
	CAM-PRP catalytic subunit
	Ppp3ca
	16
	4
	58.6
	-1.2



Supplemental Table 2. List of all differentially expressed proteins in differentiated PC12 cells isolated from control and exposed to ZnO NPs (8 µg/ml) for 72 hour by High-resolution mass spectrometry. All the values are calculated in terms of Log2-fold change of three samples per group. Differential expression analysis was performed using the Proteome Discoverer 2.2 proteomics platform (Thermo Fisher Scientific) with a significant p-value set as ≤ 0.05. The fragmentation spectra were searched against the UniProt Rattus norvegicus database (SwissProtTaxID 10116) with the precursor mass tolerances set at 10 ppm. The oxidation (M), acetylation (protein N-terminal), were the variable modifications, and the carbamidomethyl (C) was included as the fixed modification. 1% false discovery rate was set for peptide identification during the use of Thermo Proteome Discoverer software version 2.2.







