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 Up-Regulated Proteins
S.No.
Accession
Description
Gene
Symbol
Coverage
[%]
Unique
Peptides
MW
[kDa]
FC
(Log2)
1
G3V8W2
Phosphatidate cytidylyltransferase
Cds2
8
2
51.4
1.01
2
Q5XIE8
Integral membrane protein 2B
Itm2b
18
3
30.3
1.02
3
A0A0G2QC38
Serine and arginine-rich-splicing factor 11
Srsf11
6
2
56.6
1.02
4
Q9ESS6
Basal cell adhesion molecule
Bcam
4
2
67.5
1.04
5
B2GV96
Coiled-coil domain-containing 115
Ccdc115
17
2
19.8
1.04
6
P60522
Ganglioside expression factor 2
Gabarapl2
41
5
13.7
1.04
7
F1LPK7
Plastin 3 (T-isoform)
Pls3
28
9
70.7
1.07
8
P27881
Hexokinase-2
Hk2
26
15
102.5
1.08
9
D3ZJF9
Alpha-galactosidase
Gla
11
3
47.5
1.12
10
D3ZJG3
Prolyl 4-hydroxylase, transmembrane
P4htm
7
2
56.8
1.12
11
F1LQN3
Reticulon 
Rtn4
22
11
126.3
1.12
12
P47875
Cysteine and glycine-rich protein 1
Csrp1
47
7
20.6
1.13
13
G3V8F5
Mitochondrial import receptor subunit
TOM40 homolog
Tomm40
34
6
37.9
1.13
14
P60905
DnaJ homolog subfamily C member 5
Dnajc5
21
2
22.1
1.15
15
P19468
Glutamate--cysteine ligase
Gclc
17
7
72.6
1.16
16
Q561R9
Endoribonuclease LACTB2
Lactb2
13
3
32.5
1.18
17
F7F3Z1
Lectin, mannose-binding 2-like
Lman2l
9
2
40.1
1.21
18
F1M1Y0
SH3-containing GRB2-like protein
Sgip1
8
3
88.5
1.21


3-interacting protein 1





19
F2Z3T9
U2 snRNP auxiliary factor large subunit
U2af2
31
6
53.1
1.21
20
F1LP80
Neurosecretory protein VGF
Vgf
60
22
68.2
1.21
21
A0A0G2K7W5
Activator of HSP90 ATPase homolog 2
Ahsa2
10
2
37.4
1.23
22
P07308
Acyl-CoA desaturase 1
Scd1
6
2
41.4
1.23
23
Q08849
Syntaxin-3
Stx3
19
3
33.2
1.23
24
A0A023IM54
TAP binding protein
Tapbp
14
4
50
1.23
25
D3ZE59
Transmembrane protein 115
Tmem115
11
2
38
1.24
26
Q63707
Dihydroorotate dehydrogenase
Dhodh
12
3
42.6
1.25
27
P02401
60S acidic ribosomal protein P2
Rplp2
82
5
11.7
1.27
28
D3ZGT6
Procollagen-proline, 2-oxoglutarate
P4ha2
13
5
60.8
1.28


4-dioxygenase





29
D3Z8L7
Ras-related protein R-Ras
Rras
18
3
23.9
1.29
30
D4A1B2
Actin-related protein 2/3 complex inhibitor
Arpin
20
3
25.2
1.31
31
D3ZW15
SEC24 homolog B, COPII coat complex
Sec24b
4
2
134.6
1.31


component





32
Q811U3
Rab6-interacting protein 2
Erc1
3
2
128.2
1.32

33

G3V878
Signal peptidase complex catalytic subunit
SEC11
Sec11c
          16
     2
 21.6
1.32
34
D4ABY4
Ubiquitin-conjugating enzyme E2
Ube2j1
18
2
27.8
1.32
35
Q6QI75
WD repeat-containing protein 55
Wdr55
8
3
99.9
1.37



















































36
P46101
Dipeptidyl aminopeptidase-like protein 6
Dpp6
7
3
97.2
1.38
37
B2RZ27
SH3 domain binding glutamic acid-rich
Sh3bgrl3
20
2
10.5
1.39


protein-like 3





38
Q8R5G4
Cyclin-dependent kinase inhibitor 2C
Cdkn2c
20
2
18.2
1.4
39
P61480
Ribosome biogenesis protein WDR12
Wdr12
29
7
47.5
1.41
40
M0R7B4
Histone cluster 1 H1 family member d
Hist1h1d
15
3
22.2
1.43
41
P11167
Solute carrier family 2, facilitated
Slc2a1
6
2
53.9
1.43


glucose transporter member 1





42
D3ZUL8
Zinc finger CCHC-type-containing 8
Zcchc8
6
2
76.9
1.44
43
Q8VHI8
Vesicle transport protein SEC20
Bnip1
10
2
26.2
1.45
44
D3ZZC1
Thioredoxin domain-containing 5
Txndc5
31
8
46.3
1.49
45
B0BNB0
Golgi transport 1B
Golt1b
17
2
15.4
1.57
46
A0A0G2K3I1
High affinity cationic amino acid transporter 1
Slc7a1
10
4
71.6
1.6
47
O08623-1
Sequestosome-1
Sqstm1
36
7
47.7
1.62
48
Q66HA8
Heat shock protein 105 kDa
Hsph1
43
23
96.4
1.66
49
D3ZQL1
ER membrane protein complex subunit 7
Emc7
22
3
26.4
1.67
50
P40615
Dyskerin
Dkc1
8
2
56.5
1.69
51
Q4QR73
DnaJ (Hsp40) homolog, subfamily A, member 4
Dnaja4
10
3
61.8
1.73
52
B0BNM2
Mbd2 protein
Mbd2
16
3
43.5
1.74
53
Q63575
Trans golgi network (TGN) specific integral
Tgoln2
8
2
41
1.76


membrane protein TGN38





54
B2RYJ2
Debranching RNA lariats 1
Dbr1
5
2
61.8
1.8
55
Q5FVC4
DnaJ (Hsp40) homolog, subfamily B, member 12
Dnajb12
7
2
42.5
1.81
56
Q63560
Microtubule-associated protein 6
Map6
13
6
100.4
1.83
57
D3ZE72
Methionine aminopeptidase
Metap1
12
3
43.2
1.84
58
D4A249
Metallo-beta-lactamase domain-containing 2
Mblac2
14
2
31.2
1.9
59
 A0A0G2JWG6
Golgin B1
Golgb1
2
3
368.9
1.91
60
O70377
Synaptosomal-associated protein 23
Snap23
17
2
23.2
1.91
61
D3ZQ74
Procollagen-lysine, 2-oxoglutarate
Plod1
10
4
83.6
1.92


5-dioxygenase 1





62
G3V8P5
Similar to cDNA sequence BC017158
     RGD1310127
8
2
50.8
1.92
63
P63029
Translationally-controlled tumor protein
Tpt1
35
2
19.5
1.93
64
A0A0G2K0T2
Tetraspanin
Cd63
10
2
28.5
1.97
65
Q9JI92
Syntenin-1
Sdcbp
16
3
32.4
1.99
66
D3ZUL1
Coiled-coil domain-containing 124
Ccdc124
14
3
25.3
2.04
67
P04166
Cytochrome b5 type B
Cyb5b
34
2
16.3
2.11
68
Q4FZV7
Transmembrane and ubiquitin-like
Tmub2
12
2
34
2.11


domain-containing protein 2





69
Q5XI31
GPI transamidase component PIG-S
Pigs
18
5
61.7
2.18
70
Q9JHE5
Sodium-coupled neutral amino acid
Slc38a2
14
4
55.5
2.19


transporter 2





71
F1M1E4
Paroxysmal nonkinesigenic dyskinesia
Pnkd
8
2
42.9
2.22
72
B2GUY8
Solute carrier family 25 member 17
Slc25a17
8
2
34.3
2.28
73
P07335
Creatine kinase B-type
Ckb
39
8
42.7
2.32
74
P55063
Heat shock 70 kDa protein 1-like
Hspa1l
22
2
70.5
2.34
75
Q9R0C5
N-acetylgalactosaminyltransferase 7
Galnt7
9
3
75.3
2.36
76
G3V913
Heat shock 27kDa protein 1
Hspb1
47
7
22.8
2.48
77
Q5U334
Poliovirus receptor
Pvr
13
3
44.5
2.49



78
P81377
cAMP-dependent protein kinase
  Prkar1b
          27
6
43.3
2.52


type I-beta regulatory subunit





79
F1LMV6
Desmoplakin
                 Dsp
1
2
332.2
2.57
80
P0DMW0
Heat shock 70 kDa protein 1A
      Hspa1b
45
2
70.1
2.59
   81
P06762
Heme oxygenase 1
              Hmox1
39
7
33
2.62
82
P19944
60S acidic ribosomal protein P1
              Rplp1
52
2
11.5
2.99
83
B3DM86
Srxn1 protein
              Srxn1
20
3
25.9
3.25
84
Q62720
Zinc transporter 1
 Slc30a1
13
4
55.1
3.46
85
B2GV94
Fam134c protein
Fam134c
8
3
51.5
3.84
86
P02803
Metallothionein-1
              Mt1a
56
2
6
5.65
87
D3ZHV3
Metallothionein
            Mt1m
52
2
6.1
6.35
















    DOWN-Regulated Proteins

	1
	B2GVA1
	Selenoprotein O
	Selenoo
	6
	5
	2
	-4.22

	2
	Q5XIA5
	Coenzyme A synthase
	Coasy
	9
	2
	62.1
	-3.51

	3
	P70600-1
	Protein-tyrosine kinase 2-beta
	Ptk2b
	3
	2
	115.7
	-3.4

	4
	Q6DGF4
	AN1-type zinc finger protein 6
	Zfand6
	18
	2
	24
	-3.08

	5
	A0A0G2K773
	Centrosomal protein of 295 kDa
	Cep295
	1
	2
	278.8
	-2.94

	6
	P29314
	40S ribosomal protein S9
	Rps9
	14
	3
	22.6
	-2.73

	7
	O35095
	Neurochondrin
	Ncdn
	4
	2
	78.9
	-2.72

	8
	D3ZMG0
	Unc-51-like autophagy-activating kinase 1
	Ulk1
	4
	2
	112.4
	-2.72

	9
	A0A0H2UHN2
	Isopentenyl-diphosphate Delta-isomerase 1
	Idi1
	22
	5
	32.5
	-2.67

	10
	D3ZC82
	NUFIP2, FMR1-interacting protein 2
	Nufip2
	11
	3
	75.6
	-2.58

	11
	P84100
	60S ribosomal protein L19
	Rpl19
	17
	3
	23.5
	-2.57

	12
	Q7TMA5
	Apolipoprotein B-100
	Apob
	0
	2
	535.7
	-2.54

	13
	P11951
	Cytochrome c oxidase subunit 6C-2
	Cox6c
	18
	2
	8.4
	-2.51

	14
	Q99PK0
	Pre-mRNA-splicing factor SYF1
	Xab2
	3
	2
	99.9
	-2.43

	15
	P26819
	beta-adrenergic receptor kinase 2
	Adrbk2
	9
	2
	79.8
	-2.3

	16
	Q6I7R3
	Isochorismatase domain-containing protein 1
	Isoc1
	32
	6
	32
	-2.29

	17
	P56571
	ES1 protein homolog, mitochondrial
	RGD1303003
	29
	6
	28.2
	-2.13

	18
	Q4QQV8
	Charged multivesicular body protein 5
	Chmp5
	11
	2
	24.6
	-2.12

	19
	P35433
	amidophosphoribosyltransferase
	Ppat
	5
	2
	57.4
	-2.09

	20
	B2RZD6
	NDUFA4, mitochondrial complex-associated
	Ndufa4
	37
	3
	9.3
	-2.08

	21
	F1LMQ3
	Proteasome 26S subunit, non-ATPase 8
	Psmd8
	11
	5
	39.9
	-2.08

	22
	D4A916
	CUGBP, Elav-like family member 3
	Celf3
	13
	5
	51.5
	-2.06

	23
	A0A0G2JSL2
	Trafficking protein particle complex subunit 4
	Trappc4
	19
	4
	24.4
	-2.06

	24
	O70188
	Nuclear factor 1
	Nfic
	9
	3
	48.7
	-2.05

	25
	D3ZAQ4
	Proteasome assembly chaperone 2
	Psmg2
	13
	3
	29.6
	-2.05

	26
	A0A0G2K427
	Influenza virus NS1A binding protein
	Ivns1abp
	11
	4
	71.5
	-2.04

	27
	D3ZTT7
	Sad1 and UNC84 domain-containing 2
	Sun2
	6
	4
	81.5
	-2.04

	28
	P18445
	60S ribosomal protein L27a
	Rpl27a
	28
	4
	16.6
	-2.01

	29
	B0BNJ1
	Sorcin
	Sri
	30
	6
	21.6
	-2

	30
	Q64232
	Very-long-chain enoyl-CoA reductase
	Tecr
	23
	8
	36.1
	-1.99

	31
	Q7TPI8
	Protein YIPF5
	Yipf5
	3
	2
	71.8
	-1.99

	32
	Q4V8H5
	Aspartyl aminopeptidase
	Dnpep
	19
	6
	52.5
	-1.98



	33
	E9PT85
	X-ray repair cross-complementing 6
	Xrcc6
	14
	8
	69.5
	-1.98

	34
	D3ZQD3
	Oxoglutarate dehydrogenase-like
	Ogdhl
	  19
	12
	114.6
	-1.97

	35
	B2GUZ6
	Reticulon 4-interacting protein 1
	        Rtn4ip1
	8
	2
	43.6
	-1.97

	36
	B5DFJ4
	VPS18 CORVET/HOPS core subunit
	         Vps18
	3
	2
	110.1
	-1.97

	37
	P12007
	Isovaleryl-CoA dehydrogenase, mitochondrial
	Ivd
	17
	7
	46.4
	-1.96

	38
	Q9Z250-1
	Protein lin-7 homolog A
	Lin7a
	12
	3
	25.8
	-1.94

	39
	P62744
	AP-2 complex subunit sigma
	Ap2s1
	26
	4
	17
	-1.93

	40
	Q9WU49
	Calcium-regulated heat stable protein 1
	      Carhsp1
	43
	3
	15.9
	-1.92

	41
	D4ACM1
	Elongator complex protein 3
	Elp3
	7
	4
	62.3
	-1.92

	42
	D3ZCU8
	RAB33A, member RAS oncogene family
	      Rab33a
	9
	2
	26.6
	-1.91

	43
	O88808
	Tubby protein homolog
	Tub
	10
	2
	55.3
	-1.89

	44
	P62282
	40S ribosomal protein S11
	Rps11
	21
	4
	18.4
	-1.88

	45
	F1M0R1
	Ring finger protein 213
	Rnf213
	3
	10
	583
	-1.84

	46
	A0A0G2K5Q2
	Crooked neck-like protein 1
	Crnkl1
	5
	3
	83.5
	-1.83

	47
	F1LVZ9
	HECT domain E3 ubiquitin protein ligase 3
	       Hectd3
	7
	4
	97.2
	-1.83

	48
	B5DEN9
	Vacuolar protein sorting-associated
	Vps28
	16
	3
	26.1
	-1.8

	
	
	protein 28 homolog
	
	
	
	
	

	49
	F1M7L6
	Secretogranin III, isoform
	Scg3
	25
	7
	53.2
	-1.79

	50
	Q6DGF2
	Clathrin interactor 1
	Clint1
	13
	5
	52.1
	-1.78

	51
	Q91VC0
	dCTP pyrophosphatase 1
	Dctpp1
	13
	2
	18.5
	-1.78

	52
	D3ZP47
	Phosphohistidine phosphatase 1
	Phpt1
	39
	4
	14
	-1.78

	53
	P24051
	40S ribosomal protein S27-like
	Rps27l
	25
	2
	9.5
	-1.76

	54
	D3ZYH3
	Nudix hydrolase 11
	        Nudt10
	35
	3
	18.6
	-1.76

	55
	P50411
	Protein phosphatase inhibitor 2
	Ppp1r2
	12
	2
	23.1
	-1.76

	56
	P52020
	Squalene monooxygenase
	Sqle
	15
	6
	64
	-1.75

	57
	D3ZRM9
	60S ribosomal protein L13
	Rpl13
	27
	6
	24.2
	-1.74

	58
	Q66H91
	G protein-coupled receptor kinase
	Git2
	5
	2
	84.5
	-1.71

	
	
	interacting ArfGAP 2
	
	
	
	
	

	59
	A0A0G2KB11
	StAR-related lipid transfer domain-containing 10
	        Stard10
	10
	2
	40.2
	-1.71

	60
	Q6AYP7
	7-methylguanosine phosphate-specific
	Nt5c3b
	23
	5
	34.5
	-1.7

	
	
	5'-nucleotidase
	
	
	
	
	

	61
	P61459
	Pterin-4-alpha-carbinolamine dehydratase
	Pcbd1
	22
	2
	12
	-1.7

	62
	G3V817
	X-ray repair cross-complementing protein 5
	Xrcc5
	11
	7
	83
	-1.7

	63
	P63012
	Ras-related protein Rab-3A
	Rab3a
	46
	3
	25
	-1.69

	64
	F1LQU9
	Small G protein-signaling modulator 3
	Sgsm3
	4
	2
	86.8
	-1.69

	65
	P68511
	14-3-3 protein eta
	Ywhah
	47
	7
	28.2
	-1.69

	66
	M0R919
	Prefoldin subunit 3
	        Vbp1
	33
	4
	20.9
	-1.67

	     67
	  Q6DKG0
	N-alpha-acetyltransferase 35, NatC auxiliary
subunit
	        Naa35
	
5
	
2
	
83.2
	
-1.65

	68
	Q5PQL2
	CCR4-NOT transcription complex subunit 9
	Cnot9
	18
	4
	33.6
	-1.64

	69
	Q63941
	Ras-related protein Rab-3B
	Rab3b
	43
	3
	24.8
	-1.63

	70
	D4A1B9
	Structural maintenance of chromosomes
	Smc3
	10
	8
	141.5
	-1.63

	
	
	protein
	
	
	
	
	

	71
	Q53AQ4
	Transmembrane and ubiquitin-like domain
	 Tmub1
	16
	2
	26.3
	-1.63

	
	
	-containing protein 1
	
	
	
	
	

	72
	P14942
	Glutathione S-transferase alpha-4
	Gsta4
	13
	3
	25.5
	-1.61

	73
	F1LSM0
	Ubiquitin-specific peptidase 24
	Usp24
	1
	2
	293.8
	-1.61

	74
	P04762
	Catalase
	Cat
	31
	10
	59.7
	-1.6

	75
	A0A0G2K675
	Alpha-ketoglutarate-dependent dioxygenase
	    Fto
	28
	10
	59
	-1.6



	76
	Q64654
	lanosterol 14-alpha demethylase
	Cyp51
	40
	17
	56.7
	-1.59

	77
	D4A2D3
	MYC-binding protein 2, E3 ubiquitin protein ligase
	Mycbp2
	3
	8
	498.6
	-1.59

	78
	D3ZUQ2
	N(alpha)-acetyltransferase 10, NatA catalytic
	Naa10
	14
	3
	26.6
	-1.58

	
	
	subunit
	
	
	
	
	

	79
	P0C6P5
	Rho guanine nucleotide exchange factor 28
	Arhgef28
	15
	17
	190.6
	-1.55

	80
	D3ZUI1
	Methylthioribulose-1-phosphate
	Apip
	38
	6
	27
	-1.54

	
	
	dehydratase
	
	
	
	
	

	81
	P04905
	Glutathione S-transferase Mu 1
	Gstm1
	50
	5
	25.9
	-1.54

	82
	Q9Z1B2
	Glutathione S-transferase Mu 5
	Gstm5
	36
	5
	26.6
	-1.54

	83
	G3V936
	Citrate synthase
	Cs
	21
	10
	51.8
	-1.51

	84
	P84083
	ADP-ribosylation factor 5
	Arf5
	35
	2
	20.5
	-1.5

	85
	A0A0G2K9A2
	Arp2/3 complex 34 kDa
	Arpc2
	26
	6
	34.3
	-1.5

	86
	Q64537
	Calpain small subunit 1
	Capns1
	60
	10
	28.6
	-1.5

	87
	Q5U216
	ATP-dependent RNA helicase DDX39A
	Ddx39a
	23
	3
	49.1
	-1.5

	88
	P54311
	Transducin beta chain 1
	Gnb1
	49
	5
	37.4
	-1.5

	89
	Q5U2N2
	Ubiquitin specific protease 14
	Usp14
	30
	12
	55.9
	-1.5

	90
	Q9JMI1
	Acetoacetyl-CoA synthetase
	Aacs
	36
	18
	75
	-1.49

	91
	D3ZUM2
	Sterile alpha and TIR motif containing 1
	Sarm1
	16
	10
	79.6
	-1.49

	92
	G3V6Q6
	Guanine nucleotide binding protein, alpha 11
	Gna11
	25
	4
	42
	-1.48

	93
	D4A3V3
	Poly (ADP-ribose) polymerase family, member
	Parp12
	8
	5
	79.4
	-1.48

	94
	Q5XI26
	Signal transducer and activator of transcription
	Stat2
	17
	8
	96.8
	-1.48

	95
	Q9EQS0
	Transaldolase
	Taldo1
	30
	10
	37.4
	-1.48

	96
	A0A0G2K9P5
	Component of oligomeric golgi complex 5
	Cog5
	5
	3
	83.6
	-1.47

	97
	A0A0G2JXI9
	Histone H2B
	   Hist1h2bo
	17
	2
	15.5
	-1.46

	98
	F1LP76
	Elongator complex protein 1
	Ikbkap
	11
	10
	149.1
	-1.46

	99
	B5DEL8
	NADH dehydrogenase (Ubiquinone)
	Ndufs5
	18
	2
	12.7
	-1.45

	
	
	Fe-S protein 5
	
	
	
	
	

	100
	P62804
	Histone H4
	Hist4h4
	29
	3
	11.4
	-1.45

	101
	A0A0H2UHT6
	40S ribosomal protein S18
	Rps18
	36
	6
	17.6
	-1.45

	102
	D4A2D7
	Importin 4
	Ipo4
	25
	20
	118.9
	-1.44

	103
	D3ZYR1
	F-BAR domain only protein 2
	Fcho2
	10
	4
	88.7
	-1.43

	104
	Q5XHY7
	Signal transducing adapter molecule 2
	Stam2
	12
	4
	57.1
	-1.41

	105
	Q5U1Z9
	Metaxin 2
	Mtx2
	22
	4
	29.7
	-1.4

	106
	I6L9G6
	TAR DNA-binding protein
	Tardbp
	48
	9
	32.1
	-1.4

	107
	A0A0G2K751
	DnaJ homolog subfamily C member 8
	Dnajc8
	10
	3
	32.7
	-1.39

	108
	Q6AYD5
	G1 to S phase transition 1
	Gspt1
	15
	7
	68.7
	-1.39

	109
	P18420
	Proteasome subunit alpha type-1
	Psma1
	40
	9
	29.5
	-1.36

	110
	D4AE03
	Endo-beta-N-acetylglucosaminidase
	Engase
	10
	6
	83
	-1.35

	111
	A0A0G2JTS3
	Vacuolar protein sorting-associated protein 29
	Vps29
	25
	5
	23.6
	-1.35

	112
	Q5XID1
	Anamorsin
	Ciapin1
	21
	4
	33
	-1.34

	113
	G3V6H0
	Ras-related protein Rab-1B
	Rab1b
	53
	3
	22.2
	-1.34

	114
	O35180
	Endophilin-A3
	Sh3gl3
	16
	4
	39.1
	-1.34

	115
	Q6AYK3
	Inositol-3-phosphate synthase 1
	Isyna1
	29
	12
	60.8
	-1.33

	116
	Q6DGG1
	Protein ABHD14B
	Abhd14b
	32
	5
	22.6
	-1.32

	117
	P59215-2
	Guanine nucleotide-binding protein
	Gnao1
	26
	5
	40.1
	-1.32

	
	
	G(o) subunit alpha
	
	
	
	
	

	118
	A0A0G2K7X3
	Nuclear ubiquitous casein and cyclin-dependent
	Nucks1
	25
	4
	27
	-1.32

	
	
	kinase substrate 1
	
	
	
	
	



	119
	D4A4T0
	STIP1 homology and U-Box containing
	Stub1
	37
	10
	34.9
	-1.32

	
	
	protein 1
	
	
	
	
	

	120
	P11232
	thioredoxin
	Txn1
	17
	2
	11.7
	-1.32

	121
	F1M1D5
	Tubulin folding cofactor D
	Tbcd
	11
	11
	133.5
	-1.31

	122
	D3ZSL2
	ABRA C-terminal-like
	Abracl
	47
	3
	9
	-1.27

	123
	P47196
	RAC-alpha serine/threonine-protein kinase
	Akt1
	12
	2
	55.7
	-1.27

	124
	D3ZE15
	NADH:ubiquinone oxidoreductase subunit A13
	Ndufa13
	21
	3
	16.8
	-1.27

	125
	A0A023ILN9
	Proteasome subunit beta type
	Psmb9
	21
	4
	23.3
	-1.27

	126
	Q5U2Q5
	Ribonucleoside-diphosphate reductase
	Rrm1
	25
	12
	90.2
	-1.27

	127
	B2RYL4
	Armadillo repeat-containing protein 6
	Armc6
	14
	4
	50.6
	-1.26




Supplemental Table 1. List of all differentially expressed proteins in undifferentiated PC12 cells isolated from control and exposed to ZnO NPs (8 µg/ml) for 72 hour by High-resolution mass spectrometry. All the values are calculated in terms of Log2-fold change of three samples per group. Differential expression analysis was performed using the Proteome Discoverer 2.2 proteomics platform (Thermo Fisher Scientific) with a significant p-value set as ≤ 0.05. The fragmentation spectra were searched against the UniProt Rattus norvegicus database (SwissProtTaxID 10116) with the precursor mass tolerances set at 10 ppm. The oxidation (M), acetylation (protein N-terminal), were the variable modifications, and the carbamidomethyl (C) was included as the fixed modification. 1% false discovery rate was set for peptide identification during the use of Thermo Proteome Discoverer software version 2.2. 


