


Supplementary FIG. S1.	Maximum-likelihood phylogenetic trees based on 18S, 28S, TEF, RPB1, RPB2. Bootstrap support values (ML/MP) >50% are given at nodes and based on 1000 replicates.
[bookmark: _GoBack]


Information Classification: General


 


 


Information Classification: General


 


S


upplementary F


IG.


 


S1.


 


Maximum


-


likelihood phylogenetic trees based on 


18S


, 


28S


, TEF, RPB1, 


RPB2. Bootstrap support values (ML/MP) >50% are given at nodes and based on 1000 replicates.


 


 




   

Information Classification: General  

S upplementary F IG.   S1.   Maximum - likelihood phylogenetic trees based on  18S ,  28S , TEF, RPB1,  RPB2. Bootstrap support values (ML/MP) >50% are given at nodes and based on 1000 replicates.    

