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r2 = 0.001, p = 0.46;
r2 = 0.0002, p = 0.62
r2 = 0.146, p = 0.01
r2 = 0.003, p = 0.04

Supplementary Figure 1. Multiple regression on distance matrices (MRM) analysis performed on E. uncinata and S. pratensis. Scatterplots show a moderate correlation between the host Nei’s genetic distance and geographic distance but no correlation for all the other comparisons.  




 Supplementary  Figure 2. Variation in the number of mapped endophyte reads (left) and plant reads (right) in the three subpopulations of E. uncinata and S. pratensis. The boxplots are provided with pairwise comparisons between subpopulations using the Wilcoxon rank-sum test adjusted with the Bonferroni correction for multiple testing.


Supplementary Figure 3. Outputs the function find.clusters on the hosts catalogue. Bayesian information criterion (BIC) is provided for different numbers of clusters. The chosen number of clusters is usually the lower BIC value, but in this case the difference between K=2 and K=3 is minimal.
[image: plant_vs_endo_7px-page-001] Supplementary Figure 4. Multiple regression on distance matrices (MRM) analysis performed on E. uncinata and S. pratensis. The scatterplot shows low correlation between the two Nei’s genetic distances.r2 = 0.0003; p = 0.38



Supplementary Figure 5. Variation of loline alkaloids in the three subpopulations of S. pratensis. The boxplots are provided with a pairwise comparison between subpopulations using the Wilcoxon rank-sum test adjusted with the Bonferroni correction for multiple testing.Total lolines (μg/g)
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