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miR-214 binding sites in 3’UTR

Only miR-214 can be predicted by three softwares
miR-146a, miR-181d, miR-27a,
miR-27b, miR-361-5p, miR-494
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The conserved miR-214 binding sites in 3° UTR of RNF8 mRNA

of RNF8 mRNA from variety

Poorly conserved Poorly conserved Highly conserved

5"-NNNCCUGCUGNNN--NNNCCUGCUGNNN--NNNCCUGCUGNNN-3"  Human
5’ -NNNNNNNNNNNNN--NNNCCUGCUGNNN--NNNCCUGCUGNNN-3"> Chimpanzee
5’-NNNCCUGCUGNNN--NNNCCUGCUGNNN--NNNCCUGCUGNNN-3> _Rhesus
5>-NNNCCUGCUGNNN--NNNCCUGCUGNNN--NNNCCUGCUGNNN-3>  Bushbaby
5’ -NNNNNNNNNNNNN--NNNNNNNNNNNNN--NNNCCUGCUGNNN-3"  Treeshrew
5’-NNNCCUGCUGNNN--NNNNNNNNNNNNN--NNNCCUGCUGNNN-3>  Mouse
5’ -NNNNNNNNNNNNN--NNNNNNNNNNNNN--NNNCCUGCUGNNN-3’ Rat
5’ -NNNNNNNNNNNNN--NNNNNNNNNNNNN--NNNCCUGCUGNNN-3>  Rabbit
5’ -NNNNNNNNNNNNN--NNNNNNNNNNNNN--NNNCCUGCUGNNN-3"  Hedgedog
5°-NNNNNNNNNNNNN--NNNNNNNNNNNNN--NNNCCUGCUGNNN-3>  Horse
5’ -NNNNNNNNNNNNN--NNNCCUGCUNNNN--NNNCCUGCUGNNN-3’ Cow
5>-NNNCCUGCUGNNN--NNNNNNNNNNNNN--NNNCCUGCUGNNN-3>  Armadillo

of spieces



