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	Azoxystrobin
	Pyraclostrobin
	Trifloxystrobin

	
	F
	p-value
	F
	p-value
	F
	p-value

	Model
	78.82
	< 0.0001
	76.87
	< 0.0001
	52.06
	< 0.0001

	A
	31.61
	0.0008
	45.24
	0.0003
	30.56
	0.0009

	B
	2.86
	0.1345
	2.59
	0.1516
	2.02
	0.1979

	C
	38.28
	0.0005
	46.71
	0.0002
	36.55
	0.0005

	AB
	0.84
	0.3908
	1.13
	0.3225
	0.06
	0.8127

	AC
	6.39
	0.0393
	5.75
	0.0476
	6.24
	0.0412

	BC
	0.21
	0.6577
	1.63
	0.2427
	0.73
	0.4204

	A2
	511.62
	< 0.0001
	461.13
	< 0.0001
	291.92
	< 0.0001

	B2
	16.76
	0.0046
	31.12
	0.0008
	17.58
	0.0041

	C2
	63.27
	< 0.0001
	57.11
	< 0.0001
	55.09
	< 0.0001

	Lack of Fit
	0.14
	0.9337
	0.11
	0.9482
	0.38
	0.7706

	Residual
	2.07
	
	1.95
	
	2.20
	

	Pure Error
	3.28
	
	3.14
	
	2.99
	

	Core Total
	1480.86
	
	1360.22
	
	1046.94
	

	Adjusted R2 / R2
	0.9777
	0.9902
	0.9771
	0.9900
	0.9664
	0.9853


* Significant (p < 0.05);
** Very significant (p < 0.01).
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Information Classification: General
)
