	Probe
	Chr
	Position
	Gene
	Cpg_Island
	P value

	cg05951221
	2
	233284402
	ALPPL2-CHRND4
	chr2:233283397-233285959
	2.35E-32

	cg05575921
	5
	373378
	AHRR
	chr5:373842-374426
	3.02E-32

	cg01940273
	2
	233284934
	ALPPL2-CHRND4
	chr2:233283397-233285959
	3.68E-32

	cg21566642
	2
	233284661
	ALPPL2-CHRND4
	chr2:233283397-233285959
	2.80E-31

	cg06126421
	6
	30720080
	IER3
	-
	1.82E-23

	cg03636183
	19
	17000585
	F2RL3
	chr19:17000627-17001398
	1.06E-22

	cg21161138
	5
	399360
	AHRR
	-
	9.29E-22

	cg19859270
	3
	98251294
	GPR15
	-
	4.17E-19

	cg06644428
	2
	233284112
	ALPPL2-CHRND4
	chr2:233283397-233285959
	4.62E-17

	cg03329539
	2
	233283329
	ALPP
	chr2:233283397-233285959
	7.72E-17

	cg25648203
	5
	395444
	AHRR
	-
	6.04E-16

	cg15342087
	6
	30720209
	IER3
	-
	6.01E-15

	cg24859433
	6
	30720203
	IER3
	-
	7.00E-14

	cg23480021
	3
	22412746
	 ZNF385D
	chr3:22413492-22414365
	3.23E-11

	cg14817490
	5
	392920
	AHRR
	-
	4.14E-11

	cg13193840
	2
	233285289
	ALPPL2-CHRND4
	chr2:233283397-233285959
	1.15E-10

	cg27241845
	2
	233250370
	PSEN2
	chr2:233251361-233253414
	1.20E-10

	cg19572487
	17
	38476024
	RARA
	chr17:38474197-38474980
	3.64E-10

	cg02657160
	3
	98311063
	CPOX
	chr3:98311909-98312696
	4.90E-10

	cg03274391
	3
	22413232
	-
	chr3:22413492-22414365
	8.45E-10

	cg24090911
	5
	400732
	AHRR
	-
	1.39E-09

	cg23079012
	2
	8343710
	 LINC00299
	 -
	1.80E-09

	cg12075928
	8
	141801307
	PTK2
	-
	2.49E-09

	cg25189904
	1
	68299493
	GNG12/GNG12-AS1
	chr1:68298371-68299315
	4.89E-09

	cg07826859
	7
	45020086
	MYO1G
	-
	5.57E-09

	cg11660018
	11
	86510915
	PRSS23
	chr11:86511184-86511889
	3.89E-08

	cg26963277
	11
	2722407
	KCNQ1OT1;KCNQ1
	chr11:2720410-2722087
	3.89E-08

	cg04011474
	2
	28904455
	-
	-
	5.45E-08

	cg03547355
	1
	227003060
	PSEN2
	-
	5.86E-08

	cg01127300
	22
	38614796
	-
	chr22:38610335-38610828
	6.63E-08

	cg03991871
	5
	368447
	AHRR
	chr5:370185-370422
	7.60E-08

	cg03498081
	16
	80061357
	-
	-
	7.70E-08

	cg18826637
	2
	145116633
	-
	-
	1.19E-07

	cg17924476
	5
	323794
	AHRR
	chr5:320788-323010
	1.20E-07

	cg19827923
	2
	231790777
	GPR55
	-
	1.31E-07

	cg02451831
	7
	26578098
	KIAA0087
	-
	1.32E-07

	cg22717080
	6
	166959505
	RPS6KA2
	 -
	1.68E-07

	cg06437747
	1
	2890836
	-
	chr1:2886589-2886923
	2.00E-07

	cg21611682
	11
	68138269
	LRP5
	-
	2.09E-07

	cg07123182
	11
	2722391
	KCNQ1OT1;KCNQ1
	chr11:2720410-2722087
	2.35E-07

	cg27387222
	12
	32831504
	DNM1L
	chr12:32832130-32832978
	2.62E-07

	cg25206690
	8
	119302728
	SAMD12
	-
	2.74E-07

	cg03519879
	14
	74227499
	C14orf43
	chr14:74225626-74227209
	3.09E-07

	cg20295214
	1
	206226794
	AVPR1B
	chr1:206223537-206224028
	3.11E-07

	cg17024919
	3
	21792248
	ZNF385D
	-
	3.83E-07

	cg09099830
	16
	30485485
	ITGAL
	chr16:30485382-30485721
	4.11E-07

	cg27537125
	1
	25349681
	 -
	 -
	4.79E-07

	cg22304262
	19
	47287778
	SLC1A5
	chr19:47290585-47291983
	5.06E-07

	cg19514721
	5
	141813298
	-
	-
	5.36E-07

	cg21629821
	19
	46713473
	DKFZp434J0226
	- 
	5.94E-07

	cg12101586
	15
	75019203
	CYP1A1
	chr15:75018186-75019336
	6.06E-07

	cg04368724
	6
	31760593
	VARS
	chr6:31763240-31763905
	6.45E-07

	cg23586595
	4
	84034390
	PLAC8
	chr4:84030630-84031309
	7.42E-07



Supplementary Table 2: Top 53 methylation probes associated with smoking in the discovery phase (CARDIOGENICS cohort).
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