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Network characteristics

	
 Diseases and Disorders 
	
P Value

	
Cardiovascular Diseases
	
6.95x10-4

	
Cancer 
	
9.77x10-4

	Connective Tissue/Developmental Disorders
	
9.77x10-4

	
Molecular and Cellular Functions
	
P Value

	
Cell cycle
	
3.56x10-4

	
Post translational modifications 
	
7.86x10-4

	
Cell death and survival
	
9.77x10-4

	
Top Canonical Pathways
	
P Value

	
Heme Biosynthesis
	
3.9x10-3

	
Aryl Hydrocarbon receptor signalling
	
7.69x10-3




[bookmark: _GoBack]Supplementary Figure 6: Gene interaction network analysis (IPA; https://www.ingenuity) of 17 genes overlapping or located nearest to the 30 probes found to be associated with cigarette smoking and differential DNA methylation. Two significant networks were generated in the Ingenuity Knowledge data base. Network A comprised 10 of the 17 genes (shaded grey) and Network B two genes. Network characteristics are summarised at the bottom.
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