APPENDICES 
Table S1.Description of transcriptomicdata that used in this study.
[bookmark: _Hlk38887413]Table S2.Interaction list of BB, BW lncRNAs and PTSs that with strong correlation by Pearson and Spearman methods (r> 0.8 or r< -0.8, p < 0.01).
Table S3.List of HAR-LncRNAs used for k-mers clustering analysis.
Table S4.LncRNA list that strikingly correlated (Pearson’s r ≥ 0.9, p < 0.01) with 10 HAR-Lncs by k-mer clustering.
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