Table S1. Primer sequences for qRT-PCR.

Figure S1. RT-qPCR was used to detect HPV18 E6 mRNA expression in OC cell lines HO8910PM, SKOV3 and A2780, compared with HeLa cells. 

Figure S2. Screening WT1 shRNA for a lentiviral approach mediated WT1 knockdown in SKOV3 cells. A, RT-qPCR was used to evaluate the best knockdown efficiency from the 4 WT1 shRNA (#2 - #5); LV3-shNC (#1) was used as a control. B, Western blotting analysis for WT1 expression. The graph on the right of panel showed the quantification of the results. The data were presented as the mean ± SD from three experimental replicates. *P< 0.05, **P< 0.01 compared with the compared group.

Figure S3. WT1 has no effect on the proliferation of ovarian cancer cells. A, The SKOV3 and HO8910PM cell cycle was examined by flow cytometry. B, The percentage of cells in G0/G1 and G2/M phases was not significantly different between WT1 KD and shRNA control groups. C, The fold increase in cell proliferation was tested using CCK-8 at 24h intervals. The WT1 knockdown group in SKOV3 and HO8910PM cells as well as WT1 overexpression group in A2780 cells did not have a significantly different growth rate compared with the control group. The data were presented as the mean ± SD from three independent experiments.

Figure S4. Silencing WT1 reverses the epithelial-mesenchymal transition in OC cells. RT-qPCR was used to detect changes in the mRNA expression of EMT-associated genes in WT1 knockdown SKOV3 cells. The data were presented as the mean ± SD from three independent experiments.* P < 0.05.
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