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Fig. S1 The effect of different temperatures on the bacterial community on day 28 in Experiment
1. a, DGGE fingerprint; b, the number of DGGE bands (mean with standard deviation of three
replicates); ¢, cluster analysis of DGGE fingerprints. SB, soil before incubation The numbers of
DGGE bands with the different letters on the top of the columns are significantly different (p <
0.05). Dashed lines connecting samples in cluster analysis do not significantly differ (SIMPROF,
p>0.05).
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Fig. S2 The effect of different temperatures on the fungal community on day 28 in Experiment 1.
a, DGGE fingerprint; b, the number of DGGE bands (mean with standard deviation of three
replicates); ¢, cluster analysis of DGGE fingerprints. SB, soil before incubation The numbers of
DGGE bands with the different letters on the top of the columns are significantly different (p <
0.05). Dashed lines connecting samples in the cluster analysis do not significantly differ
(SIMPROF, p > 0.05).



a Temperature of the first incubation (°C) b

20 40 60 100
) : ) ns oDay 0
Duration of the second incubation (days) 0 A ns '*_l mDay 45
SB 0 4590 0 45 90 0 45 90 go| hs | L7 mDay 90
"ﬂ"ﬂﬂnnn‘ [ - e "9 -g 70 _-—:l— TR *:---
U | | £ 60
5 (o]
g_ g gEO-
r, §40_ .
=8 Z 30 - |—|
E! ! SHEN HEH ~ 20 -
10 -
0
20 40 60
Temperature of the firstincubation (°C)
C
0 A
20 -
& 40
2
8
‘E 604
&
80 - [ : 1 ‘V_I
100d -l rmmmEITCRYes Lo ol v e U0 | T
N N O OO0 NHNO OO0 HWLOO O 0 W0 W0
OCOOT ITT OO ODOTOOOO TTOOOOOOOO T T
P i AR R ER
TTTT VO TTVTTTTTTT TV TOCTTTTTOT T TT
[CHONONONOIONONONONONONONONONONONONONONONONONONONO NGNS
PR R R R R R R R - - Rk
NN NHNANAANANNANNANNNTIIIIITI T TITTOO OOOOO©O©O

Fig. S3 The effect of the heat treatments at different temperatures on the recovery of the bacterial
community followed by subsequent incubation at 20°C (Experiment 2). a, DGGE fingerprint; b,
the number of DGGE bands; ¢, cluster analysis of DGGE fingerprints. SB, soil before the heat
treatment. The numbers of DGGE bands are the means with the standard deviations of three
replicates with the number before incubation indicated by a dashed line, where * and ** indicate
that values are significantly different (p < 0.05 and 0.01, respectively), and ns indicates that
samples do not significantly differ (p > 0.05). Dashed lines connecting samples in the cluster
analysis do not significantly differ (SIMPROF, p > 0.05).
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Fig. S4 The effect of the heat treatments at different temperatures on the recovery of the fungal
community followed by subsequent incubation at 20°C (Experiment 2). a, DGGE fingerprint; b,
the number of DGGE bands; ¢, cluster analysis of DGGE fingerprints. SB, soil before the heat
treatment. The numbers of DGGE bands are the means with the standard deviations of three
replicates with the number before incubation indicated by a dashed line, where * and ** indicate
that values are significantly different (p < 0.05 and 0.01, respectively), and ns indicates that
samples do not significantly differ (p > 0.05). Dashed lines connecting samples in the cluster

analysis do not significantly differ (SIMPROF, p > 0.05).



