Appendix S2 Tables showing the full ANCOVA output in R from a selection of the MAMs described in the Results section for the manuscript entitled ‘The impact of red deer on liverwort-rich oceanic heath vegetation’
 Calluna vulgaris cover 
> summary.aov(mod8)
             Df Sum Sq Mean Sq F value    Pr(>F)    
deer          1 3.1217 3.12166 49.7078 1.507e-10 ***
roc           1 1.1790 1.17905 18.7746 3.204e-05 ***
grad          4 0.6994 0.17485  2.7842   0.02997 *  
Residuals   113 7.0964 0.06280                      
> summary.lm(mod8)
lm(formula = cal ~ Deer + roc + grad)
Residuals:
     Min       1Q   Median       3Q      Max 
-0.72336 -0.13591  0.03922  0.15992  0.57880 
Coefficients:
             Estimate Std. Error t value Pr(>|t|)    
(Intercept)  1.047957   0.132304   7.921 1.80e-12 ***
Deer        -0.007597   0.001148  -6.618 1.27e-09 ***
roc         -0.451053   0.113471  -3.975 0.000124 ***
grad2       -0.028704   0.140987  -0.204 0.839038    
grad3        0.004467   0.131426   0.034 0.972948    
grad4        0.086062   0.131237   0.656 0.513301    
grad5        0.379009   0.181261   2.091 0.038774 *  
Residual standard error: 0.2506 on 113 degrees of freedom
Multiple R-squared: 0.4134,     Adjusted R-squared: 0.3822 
F-statistic: 13.27 on 6 and 113 DF,  p-value: 2.473e-11
Hepatic mat cover
NB the command madm<-update(madl,~.-I(Deer^2)) was attempted but anova(madl,madm)showed that removal of quadratic function for deer density would have had a significant effect on the MAM (P = 0.04563 *)

> summary.aov(madl)
             Df Sum Sq Mean Sq F value    Pr(>F)    
Deer          1 3.2816  3.2816 85.4828 1.484e-15 ***
cal           1 0.6685  0.6685 17.4144 5.864e-05 ***
I(Deer^2)     1 0.1119  0.1119  2.9161   0.09040 .  
I(cal^2)      1 0.2164  0.2164  5.6377   0.01923 *  
Residuals   115 4.4147  0.0384                      

> summary(madl)
Call:
lm(formula = mat ~ Deer + cal + I(Deer^2) + I(cal^2))

Coefficients:
              Estimate Std. Error t value Pr(>|t|)    
(Intercept)  2.889e-01  1.022e-01   2.827 0.005551 ** 
Deer        -1.098e-02  2.771e-03  -3.963 0.000129 ***
cal          8.387e-01  2.581e-01   3.250 0.001514 ** 
I(Deer^2)    6.693e-05  3.312e-05   2.021 0.045629 *  
I(cal^2)    -4.340e-01  1.828e-01  -2.374 0.019234 *  
---
Signif. codes:  0 ‘***’ 0.001 ‘**’ 0.01 ‘*’ 0.05 ‘.’ 0.1 ‘ ’ 1 

Residual standard error: 0.1959 on 115 degrees of freedom
Multiple R-squared: 0.4922,     Adjusted R-squared: 0.4745 
F-statistic: 27.86 on 4 and 115 DF,  p-value: 3.515e-16 
Northern Atlantic liverwort cover
> summary.aov(modelf)
             Df Sum Sq Mean Sq F value    Pr(>F)    
Deer          1 3.4074  3.4074 67.8471 3.484e-13 ***
cal           1 0.7224  0.7224 14.3853 0.0002409 ***
Location      3 0.6834  0.2278  4.5358 0.0048473 ** 
I(Deer^2)     1 0.2034  0.2034  4.0505 0.0465365 *  
Residuals   113 5.6750  0.0502                      
> summary.lm(modelf)
lm(formula = atl ~ Deer + cal + loc + I(Deer^2))
Call:
lm(formula = atl ~ Deer + cal + loc + I(Deer^2))

Residuals:
     Min       1Q   Median       3Q      Max 
-0.71513 -0.12981 -0.03692  0.12943  0.83651 

Coefficients:
              Estimate Std. Error t value Pr(>|t|)    
(Intercept)  4.911e-01  9.766e-02   5.029 1.87e-06 ***
Deer        -1.263e-02  3.311e-03  -3.814 0.000224 ***
cal          2.068e-01  7.785e-02   2.656 0.009055 ** 
loc1         5.899e-02  2.087e-02   2.827 0.005567 ** 
loc2        -3.748e-02  3.060e-02  -1.225 0.223197    
loc3        -7.088e-02  3.011e-02  -2.354 0.020317 *  
I(Deer^2)    7.809e-05  3.880e-05   2.013 0.046536 *  

Residual standard error: 0.2241 on 113 degrees of freedom
Multiple R-squared: 0.4692,     Adjusted R-squared: 0.441 
F-statistic: 16.65 on 6 and 113 DF,  p-value: 1.106e-13
Northern atlantic liverwort Shannon diversity
> summary.aov(mod10)
             Df  Sum Sq Mean Sq F value    Pr(>F)    
cal           1  4.0657  4.0657 21.8664 7.898e-06 ***
Altitude      1  1.7293  1.7293  9.3008  0.002834 ** 
Residuals   117 21.7540  0.1859                      
---
Signif. codes:  0 ‘***’ 0.001 ‘**’ 0.01 ‘*’ 0.05 ‘.’ 0.1 ‘ ’ 1 
> summary.lm(mod10)

Call:
lm(formula = NA.H ~ cal + Altitude)

Residuals:
      Min        1Q    Median        3Q       Max 
-1.008725 -0.298710 -0.004263  0.301482  0.911442 

Coefficients:
              Estimate Std. Error t value Pr(>|t|)    
(Intercept) -0.4930524  0.2464965  -2.000  0.04779 *  
cal          0.5427251  0.1245714   4.357 2.85e-05 ***
Altitude     0.0017690  0.0005801   3.050  0.00283 ** 
---
Signif. codes:  0 ‘***’ 0.001 ‘**’ 0.01 ‘*’ 0.05 ‘.’ 0.1 ‘ ’ 1 

Residual standard error: 0.4312 on 117 degrees of freedom
Multiple R-squared: 0.2104,     Adjusted R-squared: 0.1969 
F-statistic: 15.58 on 2 and 117 DF,  p-value: 9.997e-07


Northern Atlantic liverwort species richness
modf<-glm(NA.SR~cal+Deer+loc,family=quasipoisson)
summary(modf)

Call:
glm(formula = NA.SR ~ cal + Deer + loc, family = quasipoisson)

Deviance Residuals: 
    Min       1Q   Median       3Q      Max  
-3.1459  -0.7800   0.0148   0.5065   1.8252  

Coefficients:
             Estimate Std. Error t value Pr(>|t|)    
(Intercept)  0.794893   0.218482   3.638 0.000414 ***
cal          0.689432   0.196992   3.500 0.000665 ***
Deer        -0.009289   0.003225  -2.881 0.004741 ** 
loc1         0.144615   0.050945   2.839 0.005365 ** 
loc2        -0.111814   0.065776  -1.700 0.091870 .  
loc3         0.070315   0.080912   0.869 0.386656    
---
Signif. codes:  0 ‘***’ 0.001 ‘**’ 0.01 ‘*’ 0.05 ‘.’ 0.1 ‘ ’ 1 

(Dispersion parameter for quasipoisson family taken to be 0.8793379)

    Null deviance: 174.45  on 119  degrees of freedom
Residual deviance: 118.01  on 114  degrees of freedom
AIC: NA

Number of Fisher Scoring iterations: 5

Herbertus hutchinsiae cover
> summary.aov(TRY12)
             Df Sum Sq Mean Sq F value    Pr(>F)    
Deer          1 1.5481 1.54813 37.9742 1.134e-08 ***
cal           1 0.3158 0.31580  7.7464 0.0063102 ** 
Location      3 0.8613 0.28710  7.0422 0.0002205 ***
I(cal^2)      1 0.1960 0.19600  4.8078 0.0303810 *  
Residuals   113 4.6068 0.04077 
> summary.lm(TRY12)
Call:
lm(formula = ha ~ Deer + cal + Location + I(cal^2))

Residuals:
     Min       1Q   Median       3Q      Max 
-0.39130 -0.14074 -0.01531  0.13654  0.71912 

Coefficients:
                         Estimate Std. Error t value Pr(>|t|)    
(Intercept)             -0.001154   0.100742  -0.011 0.990883    
Deer                    -0.005058   0.001058  -4.779 5.35e-06 ***
cal                      0.726216   0.271137   2.678 0.008501 ** 
LocationBeinn.Eighe      0.126481   0.052852   2.393 0.018354 *  
LocationDoire.Crionaich  0.189611   0.055204   3.435 0.000830 ***
LocationLiathach         0.203544   0.053383   3.813 0.000224 ***
I(cal^2)                -0.417236   0.190287  -2.193 0.030381 *  
Signif. codes:  0 ‘***’ 0.001 ‘**’ 0.01 ‘*’ 0.05 ‘.’ 0.1 ‘ ’ 1 

Residual standard error: 0.2019 on 113 degrees of freedom
Multiple R-squared: 0.388,      Adjusted R-squared: 0.3556 
F-statistic: 11.94 on 6 and 113 DF,  p-value: 2.382e-10 
[bookmark: _GoBack]Ericoid height
> summary.aov(model11)
             Df  Sum Sq Mean Sq F value    Pr(>F)    
deer          1 0.39364 0.39364 50.3100 1.341e-10 ***
alt           1 0.04995 0.04995  6.3837  0.012940 *  
roc           1 0.25507 0.25507 32.5996 9.740e-08 ***
loc           3 0.25273 0.08424 10.7669 2.927e-06 ***
alt:loc       3 0.11787 0.03929  5.0216  0.002668 ** 
Residuals   110 0.86066 0.00782                      
> summary(model11)
lm(formula = eh ~ deer + alt + roc + loc + alt:loc)
Residuals:
       Min         1Q     Median         3Q        Max 
-1.875e-01 -6.640e-02 -3.053e-05  5.791e-02  2.543e-01 
Coefficients:
lm(formula = eh ~ deer + alt + roc + loc + alt:loc)
                         Estimate Std. Error t value Pr(>|t|)    
(Intercept)             0.4090976  0.3648584   1.121  0.26462    
deer                   -0.0023628  0.0004212  -5.609 1.53e-07 ***
alt                    -0.0003658  0.0007981  -0.458  0.64764    
roc                    -0.1770744  0.0422483  -4.191 5.63e-05 ***
locBeinn.Eighe          1.4871755  0.4960298   2.998  0.00336 ** 
locDoire.Crionaich      0.1393474  0.3785769   0.368  0.71352    
locLiathach            -0.0294664  0.4399655  -0.067  0.94672    
alt:locBeinn.Eighe     -0.0032011  0.0011174  -2.865  0.00500 ** 
alt:locDoire.Crionaich -0.0004320  0.0008830  -0.489  0.62564    
alt:locLiathach         0.0002440  0.0009880   0.247  0.80540    
Residual standard error: 0.08845 on 110 degrees of freedom
Multiple R-squared: 0.554,      Adjusted R-squared: 0.5176 
F-statistic: 15.18 on 9 and 110 DF,  p-value: 8.358e-16
