Appendix S1. Methodological details
All PCRs were carried out in 6 μl volume using 1X JumpStart REDTaq ReadyMix (Sigma-Aldrich, St. Louis, MO, USA), 0.2 µM of each primer, 1M Betaine (Sigma-Aldrich) and 10 ng template DNA.  For nSSRs, between 3 and 7 primer pairs were amplified together in joint reactions (Table S1). 
The PCR cycling protocol for nSSR amplification and the haplotype D assay was 95 ºC for 1 min; 45 cycles of 95 ºC for 20 sec, 50 ºC for 2 min, 72 ºC for 1 min. Fragment sizes were determined on an ABI Prism 3130xl Genetic Analyzer (Applied Biosystems Inc, Foster City, USA) with the GS 500 ROX size standard. Visualization and scoring were carried out on GENEMARKER v1.75 (SoftGenetics LLC, State College, PA, USA). 
[bookmark: _GoBack]The PCR cycling protocol for chloroplast sequencing and the haplotype A assay was 80 oC for 5 min; 35 cycles of 95 oC for 1 min, 50 ºC for 1 min, 65 ºC for 5 min with a 0.3 ºC s-1 ramp to extension temperature and 0.2 ºC cycle-1 increase in extension. Prior to sequencing, PCR products were purified by adding 2 µl 0.1 U µl-1 Exonuclease I (USB Corp., Cleveland, OH, USA) and 0.1 U µl-1 Shrimp Alkaline Phosphatase (USB Corp.) and incubating 30 min at 37 oC followed by 20 min at 80 oC.  Cycle sequencing was performed using a BigDye Terminator v. 3.1 Cycle Sequencing Kit (Applied Biosystems Inc), according to the method of Platt et al. (2007) and resolved on an ABI 3730 Genetic Analyzer (Applied Biosystems Inc). For the haplotype A assay, 6 μl of PCR product was digested with 2 U PsiI (New England Biolabs) at 37 °C over 5 hours, resulting in 66, 65, and 23-bp fragments in A haplotype individuals, and 89 and 65-bp fragments in all others. Digested samples were scored visually by electrophoresis on 1% agarose.
