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MLYLPLVALSFATTL--VSAYPITGNGVNCRSGPGTNYPVVKSYPKGHEVSIVCQAPGTDIKGDKLWDKTSDGCYV
MKYLSIVAASLAAILPSVSAYPITGDGVNCRSGPGTNYPVVKSYPKGHEVSIVCQAPGTDIKGDKLWDKTSDGCYV
[15) PLPLKLFALTLAAAVSMVNGYPITGNGVNCRAGPSTNDKVIKSYAKGTDVKLSCQTYGENINGNSIWDKTTDGCYV

ADYYVKTGTTGYVTKHCDGGSDGGSDGGSGN [ 8] SSHARKI IGEAKKE-GL----GRQGCLAAIAT---GLVESNLLIYA
ADYYVEKTGTTNYVAKHCDSGSGSGGGGGSSG SGSGKAIVAAAQKEKGLPYVWGGGGCKGPSGG--~-GFDCSGLTQYA
ADYYVKTGSNSMVTKECGGGTPPEGNSSYNG KITRKEIISRGQYWVSRHVPYSMNKVYPDPQGrkyRTDCSGFVSMA

S e NSKVPESLKYPHDAVGhdYDSVGIFQQRAIYYPNIAADMDPARSAAQFFAKMKKISGWKTM
VCQA[S] PRTAQTQYNSNMGKRIPRAQAKEGDLL---FWATGGDCKNKVVHVGIFIRDGWMINAAKTGTPVREQSIWTSY
LHTN SPGFSTVTLPEVVKAISWNDLKPGDLVG----TLGPGTGGAAGHVTLFL--SWADSSKKEYNTLECRGTYG-—

DVGKLCQRVQ-—-~~-~ VSAYPDRYAKRVPEAKKICAAGGL 246
GGISICPYVMRYVGFSSALWIELMIMQILVEEFSNLLHGI [90] 359
————— CVKYKRPVGWKDGSFTAKPYRYIRVVD-——~—~~~— 264
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1 MLYLPLVALSEATTL--VSAYPITGNGVNCRSGRGTNYPVVKSY PGHEVSIVCOARGTDIKGDKLWDKTSDGCYY.
1 MKYLSIVAASLAATLPSVSAYPITGDGVNCRSGRGTNYPVVKS Y PHGHEVS IVCOAPGTDIKGDKLWDKTSDGCYY.
1 [15]PLPLKLFALTLAAAVSMVNGYPITGNGVNCRAGRSTNDKYIKSYAKGTDVRLSCQTYGENTNGNS IDRTTDGEYY

75 ADYYVKTGTTGYVIKHCDGGSDGGSDGGSGN 8] SSHARKI IGEAKKE-GL----GRQGCLARIAT -~ -GLVESNLLIYA

77 ADYYVKTGTTNYVAKHCDSGSGSGGGGGSSG  SGSGKAIVAAAQKEKGLS

WGGGGCKGRSGG- - -GFDCSGLIQYA
92 ADYYVKTGSNSMVIKECGGGTPPEGNSSYNG  KITRKEIISRGOYWVSRHVPYSMNKVYPDPQGTkyRTDCSGEVSMA

-NSKVPESLKYPHDAVGhAYDSVGIFQQRAT YYPNIAADMDPARSAAQFFAKMKKI SGRKTY
(5] PRTAQTOYNSNMGKRI PRAQAKEGDLL - - - FWATGGDCKNKVVAVGIFIRDGRMINAAKTGTBVREQS IWTSY

SPGESTVILPEVVKAISHNDLKBGDLVG

~TLGRGTGGAAGHVTLEL-- SWADSSKKEYNTLECRGTYG -

213 CQRVQ-----~VSAYPDRYAKRVPEAKKICAZ 246
230 SICPYVMRYVGFSSALNIELMIMOILVEEFSNLLHGI [90] 359
238 CURYKRPVGRKDGSFTAKPYRYIRVVD- 264

blue characters: less conserved amino acids
red characters: highly conserved columns





