
Table SI. Summary of genetic diversity estimates for each age classes of P. laricio at FAL, ASP and ETN populations. 
	Pop
	Age
class
	Age class analysis

	
	
	Age range (yr)
	N
	Na
	Ar
	Ho
	He
	F

	FAL
	FS
	>120
	20
	9.3
	9.3
	0.550
	0.656
	0.197

	
	FM
	80-120
	28
	7.3
	6.6
	0.488
	0.599
	0.259

	
	FA
	50-80
	20
	6.3
	6.3
	0.367
	0.595
	0.271

	
	FG
	20-50
	20
	8
	8.0
	0.500
	0.634
	0.182

	
	NV
	15-20
	20
	6.3
	6.3
	0.600
	0.598
	-0.024

	ASP
	FS
	>120
	20
	8
	7.8
	0.533
	0.696
	0.237

	
	FM
	80-120
	20
	8.7
	8.5
	0.533
	0.699
	0.259

	
	FA
	50-80
	20
	8.7
	8.5
	0.681
	0.673
	-0.017

	
	NV
	15-20
	20
	9.3
	9.1
	0.600
	0.667
	0.137

	ETN
	FS
	>120
	20
	9.3
	9.3
	0.500
	0.564
	0.149

	
	FM
	80-120
	20
	10
	10
	0.517
	0.674
	0.234

	
	FA
	50-80
	20
	8
	8
	0.633
	0.699
	0.104

	
	NV
	15-20
	20
	9.7
	9.7
	0.683
	0.634
	-0.101


N: sample size; Na: average number of alleles per locus; Ar: allele richness; Ho: observed heterozygosity; He: expected heterozygosity; F: fixation index. Population codes are as in Table I.

















Table SII. Characteristics of cp- and nuSSR markers for P. laricio used in this study.
	Marker
	Locus
	Primer sequence (5’-3’)
	Repeat motif
	Size range (bp)

	cpSSR
	Pt30204
	Fw:TCATAGCGGAAGATCCTCTTT 
Rw:CGGATTGATCCTAACCATACC
	(A)n(G)n
	138-149

	
	Pt36480
	Fw:TTTTGGCTTACAAAATAAAAGAGG Rw:AAATTCCTAAAGAAGGAAGAGCA
	(T)n
	147

	
	Pt45002
	Fw:AAGTTGGATTTTACCCAGGTG Rw:GAACAAGAGGATTTTTTCTCATACA
	(T)n
	167

	
	Pt71936
	Fw:TTCATTGGAAATACACTAGCCC
Rw:AAAACCGTACATGAGATTCCC
	(T)n
	145-150

	
	Pt87268
	Fw:GCCAGGGAAAATCGTAGG Rw:AGACGATTAGACATCCAACCC
	(T)n
	164-173

	
	
	
	
	

	nuSSR
	SPAG7.14
	Fw:TTCGTAGGACTAAAAATGTGTG 
Rw:CAAAGTGGATTTTGACCG
	(TG)n(AG)n
	180-256

	
	PtTX4001
	Fw:CTATTTGAGTTAAGAAGGGAGTC Rw:CTGTGGGTAGCATCATC
	(CA)n
	201-217

	
	PtTX3107
	Fw:AAACAAGCCCACAATCGTCAATC
Rw:TCCCCTGGATCTGAGGA
	(CAT)n
	151-169


















Table SIII. Pairwise population matrix of genetic distance calculated by Nei’s method (1978) for cpSSRs (a) and nuSSRs (b) in P. laricio populations. Population codes are as in Table I.

(a)
	 Population
	FAL
	RON
	SAL
	TRE
	ASP
	ETN
	COR

	FAL
	-
	
	
	
	
	
	

	RON
	0.043
	-
	
	
	
	
	

	SAL
	0.048
	0.043
	-
	
	
	
	

	TRE
	0.056
	0.054
	0.023
	-
	
	
	

	ASP
	0.223
	0.169
	0.227
	0.191
	-
	
	

	ETN
	0.078
	0.053
	0.068
	0.084
	0.127
	-
	

	COR
	0.105
	0.063
	0.101
	0.100
	0.081
	0.080
	-

	
(b)

	
	
	
	
	
	
	

	Population
	FAL
	RON
	SAL
	TRE
	ASP
	ETN
	COR

	FAL
	-
	
	
	
	
	
	

	RON
	0.058
	-
	
	
	
	
	

	SAL
	0.076
	0.036
	-
	
	
	
	

	TRE
	0.053
	0.025
	0.066
	-
	
	
	

	ASP
	0.097
	0.027
	0.056
	0.049
	-
	
	

	ETN
	0.068
	0.027
	0.032
	0.041
	0.021
	-
	

	COR
	0.246
	0.108
	0.154
	0.117
	0.114
	0.116
	-










