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Suppl. Table 3. Effect of miR-449a overexpression on expression of previously reported
miR-449a targets. BE(2)-C cells were transfected with 25nM of miR-449a mimic or control
oligo for 24 hours, and mRNA expression levels were determined by gene expression
microarray analysis. Shown are the gene symbol, fold change of expression at mRNA level
induced by miR-449a overexpression (with genes that are down-regulated by >30% bolded),
and reference associated with each gene.



