
Suppl. Figure 4. Confirmation of gene knockdown by siRNAs. We used qPCR to confirm the the 
knockdown of the predicated target genes of miR-449a by siRNAs. BE(2)-C cells were transfected 
with the siRNAs or control oligos (Control) for 48 hours. Total RNAs were collected and the 
mRNA levels were measured by qPCR. Shown are the relative mRNA levels of the individual genes 
associated with the siRNAs of the corresponding genes normalized to those associated with the 
Control for the first (A) and second set (B) siRNAs. GAPDH was used as a loading control. *, 
p<0.05 comparing to control.	
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