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	Epithelial Adherens Junction Signaling 
	7.00 
	MYH10, TUBB3 ,TGFBR1, NRAS, MYL6, LMO7, ARPC5L, CTNNA1, ACVR1, HRAS, KRAS, ACTG1, MYL9, CDH2, RRAS2, BAIAP2, MRAS, MYH9, JUP, ACTG2, ACTC1, MYL3 ,CTNND1 

	Cell Cycle Control of Chromosomal Replication 
	6.79 
	MCM5, MCM3, MCM6, RPA3, MCM2, CDK6, RPA1, MCM4, MCM7, RPA2 

	Hepatic Fibrosis / Hepatic Stellate Cell Activation 
	6.76 
	IL8, MYH10, IL1A, TGFBR1, CTGF, ICAM1, FN1, MYL6, SMAD3, IGFBP5, COL1A2, MYL9, COL1A1, TIMP1, PDGFRA, IGF1R, MYH9, IL1B, SERPINE1, MYL3, MMP1, COL3A1 

	Agrin Interactions at Neuromuscular Junction 
	5.92 
	RAC2, PXN, NRAS, ITGA2, HRAS, KRAS, ACTG1, NRG1, LAMC1, RRAS2, MRAS, ACTG2, DAG1, ACTC1 

	Oncostatin M Signaling 
	5.89 
	TIMP3, NRAS, RRAS2, MMP3, MRAS, HRAS, KRAS, STAT3 ,PLAU, MMP1 

	Inhibition of Matrix Metalloproteases 
	5.3 
	HSPG2, TIMP3, ADAM17, MMP3, SDC2, TIMP1, MMP14, RECK, TFPI2, MMP1 

	Atherosclerosis Signaling 
	5.2 
	IL8, IL1A, ICAM1, APOB, MMP3, COL2A1, F3, PRDX6, GLG1, COL1A2, COL1A1, COL5A3, IL1B, S100A8, COL18A1, CLU, MMP1, COL3A1 

	Role of Tissue Factor in Cancer 
	5.17 
	IL8, NRAS, CTGF, GNAQ, PLAUR, HRAS, KRAS, F3, F10, RRAS2, MRAS, LYN, ITGAV, IL1B, CYR61, MMP1, PRKCA 


Supplementary Table 2. Canonical pathways affected by proteome alterations in senescent cells. Ingenuity analysis of proteins with OIS-associated abundance changes. The cut-off for observations included in the analysis was set to a 1.5-fold change.

