[bookmark: _GoBack]Figure 1S. Kinetics of S-phase in cells with synchronized cell cycle. (A) HeLa cells were transduced with non-silencing shRNA or shJADE1S as described in Fig 1 and in Methods. Cells were synchronized by arresting cell cycle in late G1 with mimosine. At 0 hours cell cycle was released and cells were collected at intervals (0-22 hours). Cell cycle progression was monitored by analysis of DNA profiles (FACS). Non-silencing shRNA (shControl, blue line); JADE1S-specific shRNA (shJADE1S, red line). 

Figure 2S. JADE1S localizes to the centrosomes in interphase cells. Additional images to supplement Fig 3. Asynchronously dividing cells were processed for immunofluorescence and co-stained with antibodies for centrosome marker, γ-tubulin. Representative confocal images showing the localization of endogenous JADE1S protein to the centrosomes in interphase. (lower panel) Magnified confocal images of centrosomes showing JADE1S localizing to the ‘pericentriolar’ region in interphase cells.  

Figure 3S. Vast over-expression of JADE1S is toxic to the cells. HeLa cells were transfected with 0.4μg/cm2 of FLAFG-JADE1S or transduced with myc-JADE1S cDNA and processed for immunofluorescence with FLAG and α-tubulin antibodies 37 hours post-transfection. (A) Bar graphs illustrating the effects of JADE1S overexpression on percentage of cells with apparent abnormal morphology. Cells with abnormal morphology were scored manually under the fluorescence microscope as in Fig 9. Percentages were calculated from three independent experiments, ± s.d., >150 cells counted in each experiment. Error bars represents standard deviation. (B) Representative confocal images showing cells transfected with FLAG-JADE1S and showing abnormal morphology. (C) JADE1S expression was assessed by western blots of total cell extracts isolated from transfected or transduced cells and show high levels of FLAG-JADE1S protein.  

