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Supplementary Figure S1. Characterization of the posttetraploid cell lines

(A) DNA content profile of HPTs and RPTs assessed by flow cytometry after propidium-iodide staining of DNA. (B) 
Doubling time in RPTs, HPTs and the respective parental controls. Mean of two experiments is shown. (C) Time in mitosis 
in the diploid control and HPTs measured from NEBD to the anaphase onset; Tukey range and median of four experiments 
are plotted. (D) Time in mitosis in the diploid control and RPTs measured from NEBD to the anaphase onset; Tukey range 
and median of four experiments are plotted. (E) Percentage of propidium iodide-positive cells in HCT116 and HPTs and in 
(F) RPE1 and RPTs. Treatment with protein kinase inhibitor staurosporine was used as a positive control for cell death; 
mean and SEM of two experiments. (G) Time from the NEBD to mitotic slippage in the presence of 200 ng/ml of nocoda-
zole, median and Tukey range of three experiments. 

E

co
ntro

l

***

***
ns

Ti
m

e 
fr

om
 N

EB
D

 to
 o

ns
et

of
 a

na
ph

as
e 

[m
in

]

0

20

40

60

0

10

%
 o

f c
el

ls
 w

ith
 d

is
ru

pt
ed

 m
em

br
an

es

RPE1
RPT1

RPT3
RPE1

RPT1
RPT3

RPT4
0

5

10

15

20

25

30

35

HCT11
6

HPT4
HPT2

HPT1

tim
e 

[h
]

F G

RPE1
RPT1

RPT3
RPT4

2

4

6

8


