Table S2. Methylation sites of the data from TCGA database and corresponding methylation rate.
	ID
	cg11313065
	cg06280059
	cg21759685
	cg04110105
	cg07743747
	cg05266321
	[bookmark: OLE_LINK1]cg03928384

	TCGA-FL-A1YV-11A-12D-A17F-05
	0.88917177951731
	0
	0.556075452031748
	0.331915847410957
	0
	0
	[bookmark: OLE_LINK2]0.939292139977597

	TCGA-EY-A1H0-01A-11D-A13K-05
	0.912598978737494
	0
	0.596656177182618
	0.346426521858351
	0
	0
	0.919313253405893

	TCGA-B5-A3S1-01A-11D-A22B-05
	0.88281378995766
	0
	0.477135642029978
	0.451603728569697
	0
	0
	0.899511979206544

	TCGA-QF-A5YT-01A-11D-A31V-05
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	0
	0.504452502505158
	0.604208671889971
	0
	0
	0.905590781547537

	TCGA-E6-A2P9-01A-11D-A19Z-05
	0.875638911951422
	0
	0.42435884959298
	0.618210422305618
	0
	0
	0.926129895419027

	TCGA-EO-A22R-01A-11D-A18O-05
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	0
	0
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	0
	0.946117173982884
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