Appendix D: Phylogenetic Trees
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Figure D.1: Maximum likelihood tree for COIII sequences, bootstrap support values (values below 50% are not shown) are indicated above the nodes.
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Figure D.2: Maximum likelihood tree for ITS2 sequences, maximum likelihood bootstrap support values (values below 50% are not shown) are indicated above the nodes.

[image: ]Figure D.3: Combined COIII and ITS2 maximum likelihood tree, maximum likelihood bootstrap support values (values less than 50% are not indicated) are recorded above the nodes.
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Figure D.4: Maximum likelihood tree for COIII sequences for L. hinemoa that were also examined in microsatellite analysis), maximum likelihood bootstrap support values (values below 50% are not shown) are indicated above the nodes.
image3.png
100

69

100

0.06 substitutions/site

1910468 L australis I V

L JX910469 L australis




image9.svg
              0.06 substitutions/site                                                                                                                                   WRD_01   WD_01   WRD_02   HCAI_08   AAI_17   LBW_06   LBW_07   TOA_04   CRM_03   TAA_06   PSBD_01   CRM_02   TOA_20   RRR_14   PSBD_02   QID_05   PPSCSI_07   MA_01   PMLD_03   AAI_03   WD_03   WRD_13   TAA_36   RHR_16   JX910469  L. australis   TOA_16   WRD_03   RHR_10   BBD_02   KPP_05   APM_01   QID_02   PMLD_07   TAA_02   MPW_01   PSBD_05   QID_03   QID_04   KPP_06   RRR_17   MPW_10   CRM_01   WD_02   PSBD_04   LBW_01   WRD_12   TOA_18   KPP_27   AAI_13   PMLD_02   PMLD_05   PSBD_03   JX910468  L. australis   TAA_25  L BW_03   KPP_14   RHR_11   WRD_04   BBD_01   HCAI_03   MPW_04   RHR_09   LBW_04   QID_27   PMLD_04   50   64   57   94   64   100   61   70   100   96   66   66   76   58   88   89   53   69   73   57   55   100   68   98               I  IV  III  II


image4.png
WD_07

WD_03

90 PVLD_03

WRD_13

PVLD_06

PSBD_04

AF276032 Lasaea_sp_NZL1
L WD_05

-‘ WRD_02

Qp_02
WRD_12
Qp_05

AVLD_07
PVLD_04
QD_04

77 || WRo.04
WD_01

PSBD_03
WRD_61

PSBD_05

100 AF276033_Lasaea_sp_NZL3
604 PSBD 02
PMLD_02
WRD_03
PMLD_05

X78289_K laperousi

0.2 substitutions/site




image12.svg
            0.2 substitutions/site                                                     WRD_02   QID_05   WRD_61   AF276032  Lasaea _sp_NZL1   PMLD_03   WRD_03   WD_05   X78289_K.laperousi   QID_02   PSBD_02   PMLD_04   QID_04   PSBD_05   WRD_04   PMLD_07   WD_03   PSBD_03   WD_07   WD_01   WRD_13   WRD_12   AF276033_ Lasaea _sp_NZL3   PSBD_04   PMLD_06   PMLD_05   PMLD_02   60   90   99   77   100       I  III


image1.png
NI (Jepan
2 i (Canada
o7 V2 (canada)
pyr— V3 (Canada)
V1 (Canada)
| &omnA?r‘;cva;
13 New Zealana)
61| UBw 07
VEW 10
MPW03
ey WD o3
& 2
T
1%0 WRD3
RERT
880701
R4
RRR-16
RAR09
RHRC10
RRRC10
1| rcie
e[| R
LB 01
BW o4
79 RRR 20
sal| | PESCSI o7
QD 27
WRD"12
i 82
8 A5 05
AATTY
A
5 HeAl 08
HEA03
HCAT02
kerg (Kerguelen islands)
Qp 08
FMLD 07
PSE003
WRD 04
Jero.ct
Woo1
VD 04
%0, wEw 01
NP 07
K 27
%2 Qo 03
FSED 02
MEW.D3
FPSCS 15
LD G
ALO03
52 W
88002
D 01
Ao (e Zgatang
ealan
s
KEE 4
61 KPP 05
s
(B
G 01
100 CRI02
A 35
TOAT18
BAZ
GRIM05
ToA—20
OA-04
A U7
AR 06
CRM 21
TAA 25
GRvr03
LBw_03
cBA 07
100 Y indsdy02 (Australia)
LundSay03 {Austraka)
smausdd (Austraka)
AZe (Portagal
T ”
frmed (France)
3 (reland)
iri (vreland)
X78290 L australis
W oy U,
Gusirails
AT BT
FL (Florida, USA)
100 rausdd (Austraies
w0 57 B
s
0
59 'APM. a(rﬁm Kon)
KFPO7
. 890 JX910457 L australis
9 1X910450 [ Bustralis
X910458 1 ausiralis
X910460 L ausirails
L] JX910456 L australis
" 910456 L austrais
100 8 (Spain
— X A
K Laperousi

0.3 substitutions/site




image3.svg
                  0.3 substitutions/site                                                                                                                                                                                                                                     LBW_07   TAA_06   lrausdd (Australia)   JX910458  L. australis   QID_02   KPP_06   AAI_03   QID_05   NZL3 (New Zealand)   AZa (Portugal)   RHR_09   TOA_16   v2 (Canada)   LBW_04   KPP_27   PSBD_03   LHK06 (Hong Kong)   MPW_01   CRM_01   ir2 (Ireland)   RRR_20   KPP_14   LHK07 (Hong Kong)   WRD_13   LundSdy03 (Australia)   HCAI_03   CBA_07   TAA_22   IBe (Spain)   MA_01   JX910461  L. australis   BBD_02   MPW_07   PMLD_07   K. Laperousi   v1 (Canada)   RRR_10   QID_04   PSBD_04   L. colmani   PPSCSI_07   FL (Florida, USA)   SAF1 (South Africa)   TOA_18   WRD_04   CRM_02   PMLD_03   KPP_05   WRD_01   TAA_36   JX910457  L. australis   NZL1 (New Zealand)   MPW_03   IBd (Spain)   LBW_03   TOA_04   JX910459  L. australis   ir3 (Ireland)   LBW_01   BBD_01   LBW_06   RHR_24   RRR_16   frmed (France)    JPN1 (Japan)   PPSCSI_15   CRM_21   kp (Canada)   PSBD_02   WD_01   KPP_07   TAA_25   RHR_11   QID_03   WRD_03   QID_27   WRD_02   PMLD_05   RHR_10   smausdd (Australia)   PPSCSI_05   ir1 (Ireland)   PMLD_02   X78290  L. australis   MPW_04   RHR_16   PSBD_01   JPN4 (Japan)   JX910463  L. australis   PMLD_04   CRM_03   APM_01   CRM_05   HCAI_02   kerg (Kerguelen Islands)   MPW_10   RRR_14   HCAI_08   v3 (Canada)   WD_02   AZe (Portugal)   WD_03   JX910456  L. australis   TOA_20   AAI_13   PSBD_05   JX910462  L. australis   RRR_17   JX910455  L. australis   WRD_12   AAI_17   JX910460  L. australis   LundSdy02 (Australia)   TAA_02   86   99   100   62   99   51   90   52   98   58   78   83   61   61   100   59   72   67   92   92   100   61   100   79   57   62   100   58   74   53   100   66   100   100   57   95   73   95   92   99   97   98   100   89   63   100   99   53   92   98                I  I  II  III  IV


image2.png
100 JX910468 L. australis
JX910469 L. australis

JAIT0a7Z L. australis I
>

APM_01
63, JX910471 L. australis
JX910470 L. australis
JX910467 L. australis
TOA 16

MA 01

CRV 02
LBW 06
CRM 01
TAA 02
9 | crM 03
TOA 04
MPW 01
94 KPP 27
LBW_03

100 BBD 02

0.02 substitutions/site




image6.svg
                   0.02 substitutions/site                                                                                                                                           QID_02   WRD_03   JX910472  L. australis   RRR_14   LBW_01   WD_01   MPW_04   AAI_13   WRD_12   MA_01   LBW_07   JX910467  L. australis   PPSCSI_07   TAA_06   PMLD_02   PSBD_04   WRD_01   KPP_27   MPW_10   JX910468  L. australis   CRM_02   WRD_04   TOA_20   QID_27   AAI_03   QID_05   RHR_16   MPW_01   HCAI_08   CRM_01   TOA_18   RHR_09   PSBD_02   KPP_14   BBD_01   APM_01   QID_04   JX910471  L. australis  J X910470  L. austral is   RRR_17   PSBD_05   WD_03   KPP_05   TOA_04   RHR_11   LBW_06   PMLD_04   BBD_02   AAI_17   TOA_16   CRM_03   TAA_36   WD_02   PMLD_07   HCAI_03   PMLD_05   WRD_13   JX910469  L. australis   WRD_02   LBW_03   PSBD_03   RHR_10   QID_03   TAA_25   PSBD_01   LBW_04   TAA_02   KPP_06   PMLD_03   63   95   98   100   94  1   100       I  III  IV  II  I


