Supplementary Table 1: Oligonucleotide sequences for gPCR.

Gene acronym

Gene name

NCBI RefSeq

Primer sequence
5 >>> 3’

Amplicon size
(bp)’®

: CAA CCC TGA AGT GCT TGA CAT ©

RPLPQ’ Ribosomal protein, large, PO NM_001012682 ;: AGG CAG ATG GAT CAG CCA® 227
GAPDH" Glyceraldehyde-3-phosphate dehydrogenase NM_001034034 :: ?gﬁ _(IEKZ g?é ég_? ggi 222 $§é A 82
TBP" TATA box binding protein NM_001075742 :: ’éch ’gCAAGGTCCCATGCTCCCCATCGCTCGT CAgé;TCA A 111
Cc7 Complement component 7 NM_001045966 ;:: $2¢AC§CG(;FAGCC£$?CTGG$%GAAGC€ 101
CCDC80 Coiled-coil domain containing 80 NM_001098982 ;:: E;E:I' ﬁi:lr_ $AGGA éég (ég(ngA:ll: CCA 71
CRISPLD2 Cysteine-rich secretory protein LCCL domain containing 2 NM_001100299 :: 2?_2 CG/-‘\I'GG /_'\rig gﬁé ?gCGAGGCGech 100
FKBP5 FK506 binding protein 5 NM_001192862 :: i‘IT"IG' GGGA(?'-FFGGAC;-'E(SGG/:ACCATACGGT 105
LIPG (LOC509808) Endothelial lipase-like XM_002697766 :: EGCZ %T:GZ$TT§§ACETT§:C AGG 127
e I I s ey
MYOC xzsg:lsné trabecular meshwork inducible glucocorticoid NM_174118 ;:: EATg Eﬁ? GCI? z;:éCGf:;TGTTCiA 67
RASD1 RAS, dexamethasone-induced 1 NM_001206261 ;:: g?;?r %iCA'zZGC E\CGTQACTTGGEAAZA 132
SULT1A1 fnLJeI:Lr::iferase family, cytosolic, 1A, phenol-preferring, NM_177521 ;:: ((ISAGCGGC%CAT_IF(;ITT:(,?:??AC?ET/:\r((isT 84
CYP1AL ES;;Z;%?: ;’450, subfamily | (aromatic compound-inducible), XM_002696635 ;:: i(ASE EE‘;TTA%‘I'CCACGTAGTGT/EGé(é (;'E %0
CcCL24 Chemokine (C-C motif) ligand 24 NM_001046596 :: giTAAC(T:g Ac$é LTCAC chﬁ égé gGA 74
PFKFB4 6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 4 NM_001192835 ;:: ((::ig gé; g,?_ Zii Z‘ACC,‘T;&AAG 60
C1QA Complement component 1, g subcomponent, A chain NM_001014945 ;:: EI:'(C:-iISGC('T'g '2/_-'\_2 (é('l:'$ gg_?ngACACT 114
MEDAG Mesenteric estrogen-dependent adipogenesis NM_001083660 :: 1CGCCAAGA¢ ?:2 E:: CGTGTAC?\:?CC$:JTTTG AAC 131
FGL2 Fibrinogen-like 2 NM_001046097 ;:: ig?g?f; f;ﬁgl?&ﬁgﬁgc 114
HSPAS Heat shock 70kDa protein 8 NM_174345 ;: AAC CAAGTC GCAATG AAT CC 74

: GCA TCA TCA AAT CTT CGT CCA

? Base Pairs; ° Reference gene; ° Robinson et al., 2007.




