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JUN vs. NFKB1

mRNA Expression, RSEM (Batch normalized from Illumina 
HiSeq_RNASeqV2): JUN (1p32.1) (log2)
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Spearman: 0.48
(p = 4.42e-31)

Pearson: 0.47
(p = 6.59e-30)

CASP3 vs. PARP1

mRNA Expression, RSEM (Batch normalized from Illumina 
HiSeq_RNASeqV2): CASP3 (4q35.1) (log2)
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JUN vs. CASP3

mRNA Expression, RSEM (Batch normalized from Illumina 
HiSeq_RNASeqV2): JUN (1p32.1) (log2)

9 10 11 12 13 14 15 16

m
RN
A
 E
xp
re
ss
io
n,
 R
SE
M
 (B
at
ch
 n
or
m
al
iz
ed
 fr
om
 Il
lu
m
in
a 

H
iS
eq
_R
N
A
Se
qV
2)
: C

A
SP

3 
(lo
g2
)

7

7.5

8

8.5

9

9.5

10

10.5

11

11.5

12 Spearman: 0.17
(p = 1.280e-4)

Pearson: 0.20
(p = 7.577e-6)

JUN vs. PARP1

mRNA Expression, RSEM (Batch normalized from Illumina 
HiSeq_RNASeqV2): JUN (1p32.1) (log2)
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NFKB1 vs. CASP3

mRNA Expression, RSEM (Batch normalized from Illumina 
HiSeq_RNASeqV2): NFKB1 (4q24) (log2)
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CASP3 vs. TP53

mRNA Expression, RSEM (Batch normalized from Illumina 
HiSeq_RNASeqV2): CASP3 (4q35.1) (log2)
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PARP1 vs. TP53

mRNA Expression, RSEM (Batch normalized from Illumina 
HiSeq_RNASeqV2): PARP1 (1q42.12) (log2)
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PARP1 vs. TP53

mRNA Expression, RSEM (Batch normalized from Illumina 
HiSeq_RNASeqV2): PARP1 (1q42.12) (log2)
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