Genes CancerCode pvalue Hazard Ratio(95%Cl)

CASP8 TCGA-GBMLGG(N=619) 3.3e-50 2.46(2.17,2.79) X
TCGA-LGG(N=474) 2.6e-19 2.30(1.91,2.76) 1
TCGA-SKCM(N=444) 4.3e-05 0.77(0.68,0.87) o :

TCGA-SKCM-M(N=347) 9.9e-05 0.76(0.66,0.87) o1l
TCGA-PAAD(N=172) 0.0036 1.41(1.12,1.79) : ——
TCGA-KIPAN(N=855) 0.0051 1.25(1.07,1.45) 10—
TCGA-READ(N=90) 0.0085 0.43(0.23,0.80) —-— :
TCGA-OV(N=407) 0.02 0.87(0.77,0.97) L
TCGA-LIHC(N=341) 0.03 1.24(1.03,1.51) :»—o—-
TCGA-UVM(N=74) 0.03 1.55(1.04,2.32) b —
TCGA-COADREAD(N=368) 0.03 0.64(0.43,0.96) l—.—i:
RIPK1 TCGA-GBMLGG(N=619) 4.4e-33 3.72(2.99,4.62) ! ——
1
TCGA-LGG(N=474) 9.2e-14 3.66(2.61,5.14) . —_—
TCGA-KIRC(N=515) 0.01 0.76(0.61,0.94) ro—-:
TCGA-ACC(N=77) 0.02 1.96(1.14,3.37) e ——

RIPK3 TCGA-GBMLGG(N=619) 4.4e-33 3.72(2.99,4.62) : —_——
TCGA-LGG(N=474) 9.2e-14 3.66(2.61,5.14) , —_—
TCGA-KIRC(N=515) 0.01 0.76(0.61,0.94) ro—-:

TCGA-ACC(N=77) 0.02 1.96(1.14,3.37) | —

MLKL TCGA-GBMLGG(N=619) 1e-20 1.94(1.69,2.23) : ——
TCGA-LGG(N=474) 1.7e-08 1.77(1.45,2.16) | —e—
TCGA-SKCM(N=444) 6.3e-07 0.76(0.68,0.85) » :

TCGA-SKCM-M(N=347) 1.7e-06 0.75(0.67,0.85) L]
TCGA-KIPAN(N=855) 0.0044 1.19(1.06,1.35) :»o-
TCGA-LUAD(N=490) 0.01 1.28(1.05,1.55) —o—
TCGA-PAAD(N=172) 0.02 1.37(1.04,1.79) :-—o—-

TCGA-UVM(N=74) 0.02 1.48(1.07,2.03) |——
TCGA-OV(N=407) 0.02 0.89(0.81,0.98) ol
TCGA-GBM(N=144) 0.04 1.26(1.01,1.59) —o—

GPX4 TCGA-GBMLGG(N=619) 2.7e-07 2.58(1.81,3.69) : —_—
TCGA-LAML(N=144) 0.00023 2.03(1.39,2.96) 1 ——
TCGA-KIPAN(N=855) 0.0039 0.74(0.61,0.91) ro-:

TCGA-LIHC(N=341) 0.02 1.48(1.07,2.06) I—e—
TCGA-COAD(N=278) 0.03 1.59(1.05,2.43) :-—o—-
TCGA-UVM(N=74) 0.03 2.60(1.09,6.21) 1
TCGA-CESC(N=273) 0.03 0.70(0.51,0.97) .-._.:
TCGA-STAD(N=372) 0.04 1.29(1.01,1.64) ——i
TCGA-COADREAD(N=368) 0.04 1.49(1.02,2.19) :i—.—i
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SLC7A11 TCGA-KIPAN(N=855) 5.1e-08 1.23(1.14,1.32) e

TCGA-KIRP(N=276) 1.5e-06 1.29(1.16,1.43) 119
TCGA-ACC(N=77) 1.5e-05 1.54(1.26,1.89) ! o
TCGA-LIHC(N=341) 0.00069 1.14(1.06,1.23) :0
TCGA-OV(N=407) 0.001 0.87(0.80,0.94) o
TCGA-GBMLGG(N=619) 0.004 0.84(0.74,0.95) ®
TCGA-KICH(N=64) 0.0045 1.82(1.18,2.81) | ——
TCGA-UVM(N=74) 0.0066 1.29(1.07,1.54) -0~
TCGA-KIRC(N=515) 0.0096 1.17(1.04,1.32) o
TCGA-LUAD(N=490) 0.02 1.09(1.02,1.17) Ib
TCGA-BRCA(N=1044) 0.02 1.13(1.02,1.24) 4
TCGA-HNSC(N=509) 0.02 1.08(1.01,1.15) [
TCGA-UCEC(N=166) 0.02 0.76(0.61,0.95) Ll
TCGA-BLCA(N=398) 0.03 1.08(1.01,1.16) »
TCGA-THCA(N=501) 0.04 1.39(1.01,1.91) ——
TCGA-PAAD(N=172) 0.04 1.15(1.01,1.31) le

CASP1 TCGA-GBMLGG(N=619) 9.2e-33 1.92(1.72,2.15) : o~
TCGA-LGG(N=474) 8.8e-10 1.65(1.41,1.95) L o
TCGA-MESO(N=84) 7.2e-05 0.57(0.43,0.75) Lo
TCGA-UVM(N=74) 0.002 1.47(1.14,1.89) 1——
TCGA-THYM(N=117) 0.0024 3.75(1.51,9.35) ! @
TCGA-KIPAN(N=855) 0.0028 1.17(1.06,1.30) o
TCGA-LAML(N=144) 0.0046 1.27(1.08,1.51) :-0—-
TCGA-PAAD(N=172) 0.01 1.30(1.05,1.60) -
TCGA-TGCT(N=128) 0.04 5.05(0.97,26.30) T

GSDMD TCGA-GBMLGG(N=619) 3.2e-44 2.12(1.90,2.37) 1 -~
TCGA-LGG(N=474) 6.7e-16 1.99(1.68,2.36) 1 e
TCGA-SKCM(N=444) 7.2e-06 0.74(0.64,0.84) o!
TCGA-SKCM-M(N=347) 2e-05 0.73(0.63,0.84) [ ] :
TCGA-UVM(N=74) 1e-04 2.87(1.65,4.99) , —
TCGA-KIRP(N=276) 0.0027 0.50(0.32,0.78) ‘o
TCGA-ACC(N=77) 0.01 1.41(1.08,1.85) ——
TCGA-KIPAN(N=855) 0.02 1.25(1.03,1.51) ro-

BECN1 TCGA-KIRC(N=515) 0.0018 0.67(0.52,0.86) W@ !
TCGA-LGG(N=474) 0.0044 2.69(1.37,5.28) : —_——
TCGA-READ(N=90) 0.01 0.34(0.15,0.79) — |
TCGA-SARC(N=254) 0.02 0.66(0.47,0.94) o
TCGA-UCEC(N=166) 0.03 0.70(0.51,0.97) oy
TCGA-GBM(N=144) 0.04 1.46(1.01,2.10) ——
TCGA-SKCM(N=444) 0.04 0.80(0.65,0.99) Ll

ATG5 TCGA-GBMLGG(N=619) 1.3e-10 2.86(2.08,3.92) ! —
TCGA-KIRC(N=515) 0.0061 0.71(0.56,0.91) -o*:
TCGA-LIHC(N=341) 0.0074 1.47(1.11,1.95) |\
TCGA-SKCM(N=444) 0.0088 0.83(0.72,0.95) @y
TCGA-CESC(N=273) 0.01 1.69(1.13,2.51) |——
TCGA-BRCA(N=1044) 0.01 1.30(1.07,1.60) 19—

TCGA-COADREAD(N=368) 0.02 0.58(0.37,0.90) ro—!
TCGA-READ(N=90) 0.02 0.39(0.19,0.84) o— :
TCGA-SKCM-M(N=347) 0.02 0.82(0.69,0.96) L g
TCGA-KICH(N=64) 0.03 3.45(1.16,10.27) 1
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