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figure S1, Related to Method. Timeline for DES neonatal treatment. Experimental design of DES injection starting at birth through PND5 and collection of tissue at 5 and 10 weeks.
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figure S2, Related to Figure 3. Distribution of DHRs from H3K27ac ChIP-Seq analysis in WT and αERKO mouse SVs during normal development and after neonatal DES exposure.
(a) Genetic map of Esr1. (b) Distribution of sites with altered histones in WT mice in either
a vehicle treated SV, or a DES treated one. (c) Distribution of sites with altered histones in αERKO in either a vehicle treated SV, or a DES treated one.




3



 (
1.
 
Gene
 
body
DEGs-category
Up
Up
Down
Down
DMR-category
Gain
Loss
Loss
Gain
Number
 
of
 
DEGs
509
278
66
169
2.
 
Intergenic
DEGs-category
Up
Up
Down
Down
DMR-category
Gain
Loss
Loss
Gain
Number
 
of
 
DEGs
310
227
58
87
3.
 
Promoter
DEGs-category
Up
Up
Down
Down
DMR-category
Gain
Loss
Loss
Gain
Number
 
of
 
DEGs
43
23
2
7
)a
















b
DEG/DMR Correlation
[image: ][image: ][image: ]Gene body	Intergenic	Promoter



figure S3, Related to Figure 4. The DMR categories and overlap with 1,850 persistent DEGs in WT mouse SVs during normal development and after neonatal DES exposure. (a) 3 DMR categories. (b) DEG/DMR overlap split into 3 DMR categories from panel A.
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figure S4, Related to Figure 5. DES-altered DEGs and DHRs (a) or DMRs (b) integration in adult WT mouse uterine tissues.



	Gene #
	Genes with gain DHRs
	Log2 (SV-DES/SV-Veh)
	Log2(Ut-DES/Ut-Veh)

	1
	Adam12
	3.22
	0.63

	2
	Col1a1
	1.73
	0.80

	3
	Ctgf
	1.14
	0.59

	4
	Cxcl14
	1.78
	0.52

	5
	D17H6S56E-5
	3.01
	1.36

	6
	Eln
	1.92
	0.63

	7
	Gpr133
	2.09
	0.77

	8
	Iqgap3
	1.27
	0.86

	9
	Itgb2
	3.67
	0.84

	10
	Kif22
	1.72
	0.99

	11
	Lbh
	2.38
	0.65

	12
	Lgi2
	3.96
	1.05

	13
	Mfap2
	2.80
	1.17

	14
	Mfap4
	1.45
	0.78

	15
	Mgp
	2.41
	1.12

	16
	Msln
	5.01
	1.24

	17
	Six1
	2.14
	3.60

	18
	Sparc
	1.12
	0.61

	19
	Sulf1
	1.52
	0.54

	20
	Thbs2
	1.76
	0.54

	21
	Top2a
	1.26
	0.88

	Gene #
	Genes with loss DHRs
	Log2 (SV-DES/SV-Veh)
	Log2 (Ut-DES/Ut-Veh)

	1
	Ctgf
	1.14
	0.59

	2
	
	Foxm1
	1.30
	0.80

	3
	
	Igj
	
	7.34
	0.78

	4
	Slpi
	5.87
	2.37





figure S5, Related to Figure 5. The gene lists of DES-altered DEGs with gain DHRs or DEGs with loss DHRs in both adult mouse SV and uterine tissues.
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)figure S6, Related to Discussion. Summary of that early DES exposure alters epigenetic and transcriptome aberrances in mouse SVs.
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