	
	cg30295371
	cg46590057
	cg34477354
	cg45126195
	cg39250205
	cg43185133
	cg39236477
	cg43707899
	cg41623727
	cg34491992

	BeadChip
	9.33
	11.72
	7.50
	24.53
	20.55
	7.01
	9.36
	9.60
	5.70
	7.57

	
	9.13
	12.52
	7.97
	25.14
	22.56
	6.91
	9.78
	9.90
	6.31
	8.12

	
	9.70
	12.35
	7.82
	25.54
	22.38
	7.54
	10.73
	10.28
	5.87
	7.62

	
	7.62
	10.07
	6.31
	21.97
	16.82
	5.62
	8.76
	7.67
	4.80
	5.97

	
	8.85
	12.17
	7.95
	24.70
	22.35
	7.23
	9.31
	10.12
	5.91
	7.46

	
	8.85
	12.17
	7.95
	24.70
	22.35
	7.23
	9.31
	10.12
	5.91
	7.46

	
	8.90
	11.77
	7.31
	22.67
	21.40
	6.90
	9.50
	9.17
	5.74
	7.76

	
	9.42
	12.19
	8.78
	25.46
	22.67
	7.62
	10.85
	10.09
	6.59
	7.83

	
	9.48
	12.90
	7.66
	24.97
	21.53
	6.85
	10.09
	10.28
	6.35
	7.96

	
	8.85
	12.28
	7.70
	25.29
	20.40
	7.03
	9.89
	10.13
	5.58
	7.22

	
	8.19
	11.50
	6.97
	22.95
	19.52
	6.64
	8.48
	9.40
	5.31
	6.83

	
	9.26
	11.99
	8.13
	24.94
	22.02
	7.57
	10.26
	9.94
	6.21
	7.91

	WGBS
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00

	
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00

	
	0.00
	0.00
	0.00
	0.00
	2.56
	0.00
	0.00
	0.00
	0.00
	0.00

	
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00

	
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00

	
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00

	
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00

	
	0.00
	0.00
	0.00
	0.00
	4.35
	0.00
	0.00
	0.00
	0.00
	0.00

	
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00

	
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00

	
	0.00
	0.00
	0.00
	0.00
	2.33
	0.00
	0.00
	0.00
	0.00
	0.00

	
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00
	0.00


[bookmark: _Hlk103935160]Table S1: DNA methylation (%) per sample of the ten CpG sites with the most negative weight in the principal component analysis.

