Appendix 7. Figures S1-S4. Supplementary morphometric analyses of the Cleistes rosea complex.
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Figure S1. Representation of the first PCoA axes of the C. rosea complex, highlighting the position of the type
specimens. Analysis of the complete dataset [192 individuals and 16 variables]).
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Figure S2. Representation of the first PCoA axes of the C. rosea complex, highlighting the position of
specimens of C. rosea var. rosea from Guyana. Analysis of the reduced dataset [170 individuals and 15
variables]).
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Figure S3. Representation of the first PCoA axes of the C. rosea complex, highlighting the position of
specimens with the sepal colour variable (Cse) coded as missing data (NA). Test with the complete dataset [192
individuals and 16 variables]). Eigenvalues >1: 1 =9.90, 2 = 3.93,3=2.93,4 = 2.29, 5 = 1.06.
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Figure S4. Representation of the first PCoA axes of the C. rosea complex, highlighting the position of
specimens with the sepal colour variable (Cse) coded as missing data (NA). Test with the reduced dataset [170
individuals and 15 variables]). Eigenvalues >1: 1 = 10.43, 2= 3.09, 3 = 2.51.



