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vesicle targeting
cell eyele process
cell growth
protein folding
establishment or maintenance of cell polarity
signal transduction

cell death

transmembrane transport

cellular homeostasis

movement of cell or subcellular component
actin filament-based process
cellular response to stimulus
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cellular component organization or bic
microtubule-based process

cell communication

cell cycle

cell adhesion

exocytic process

vesicle-mediated transport

cellular metabolic process

process utilizing autophagic mechanism
vacuolar transport

cellular developmental process
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localization of cell
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extracellular region

cell leading edge
cell periphery

cell projection

intrinsic component of membrane
nucleoplasm

endoplasmic reticulum exit site
cytosol

chromosomal region
microtubule plus-end

spindle pole

supramolecular complex
postsynapse

site of polarized growth
endomembrane system
organelle
chromatin

cytoplasm
cell junction
microtubule organizing center
actin filament bundle
extracellular space

spindle midzone
membrane-enclosed lumen
envelope

membrane
somatodendritic compartment
side of membrane
phagophore assembly site
leaflet of membrane bilayer
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