Supplemental table 4. Amino acid substitutions

	Position 
	A/duck/Saratov/29-02V/ 2021
	A/Fox/Netherlands/EMC1/2022
	A/Fox/Netherlands/EMC3/2022
	A/Fox/Netherlands/EMC4/2022
	A/Fox/Netherlands/EMC7/2022
	A/Stone_Marten/ Netherlands/EMC1/2022
	A/Eurasian_Wigeon/ Netherlands/1/2020
	A/Fox/Netherlands/EMC2/2022
	A/European_polecat/ Netherlands/1/2022

	HA

	10
	I
	I
	I
	I
	I
	I
	I
	T
	T

	154
	Q
	Q
	Q
	Q
	Q
	Q
	Q
	Q
	H

	390
	I
	I
	I
	I
	I
	I
	I
	V
	I

	548
	I
	I
	I
	I
	I
	I
	M
	I
	I

	NA

	6
	R
	R
	R
	R
	R
	R
	K
	R
	R

	10
	T
	T
	T
	T
	T
	T
	I
	T
	T

	16
	V
	V
	V
	V
	V
	V
	V
	V
	A

	19
	I
	I
	I
	I
	I
	I
	I
	I
	T

	34
	V
	V
	V
	V
	I
	V
	V
	V
	V

	55
	L
	L
	L
	L
	F
	L
	L
	L
	L

	56
	A
	A
	A
	A
	A
	A
	A
	S
	A

	61
	T
	T
	T
	T
	T
	T
	T
	T
	I

	97
	I
	I
	I
	I
	L
	I
	I
	I
	I

	214
	V
	V
	V
	V
	V
	I
	V
	V
	V

	250
	N
	N
	N
	N
	N
	N
	N
	D
	D

	267
	E
	E
	E
	E
	E
	E
	D
	E
	E

	353
	M
	M
	M
	M
	M
	M
	M
	M
	I

	376
	I
	T
	I
	I
	I
	I
	I
	I
	I

	385
	T
	T
	T
	T
	T
	T
	S
	T
	T

	PB2

	61
	K
	K
	K
	K
	K
	R
	K
	K
	K

	79
	S
	S
	S
	S
	S
	S
	G
	S
	S

	191
	E
	E
	E
	E
	E
	K
	E
	E
	E

	271
	T
	T
	T
	T
	T
	T
	T
	T
	A

	299
	R
	R
	R
	R
	R
	R
	R
	K
	R

	627
	E
	K
	E
	K
	K
	E
	E
	E
	E

	666
	T
	T
	T
	T
	T
	I
	T
	I
	I

	680
	D
	D
	D
	D
	D
	D
	D
	G
	G

	NS

	81
	A
	A
	A
	A
	A
	A
	A
	A
	T

	142
	I
	I
	I
	I
	I
	I
	L
	I
	I

	166
	N
	N
	N
	N
	N
	N
	D
	N
	N

	199
	R
	R
	R
	R
	K
	R
	R
	R
	R

	204
	D
	D
	D
	D
	G
	D
	D
	D
	D

	219
	R
	R
	R
	K
	R
	R
	R
	R
	R

	241
	D
	D
	D
	D
	D
	D
	D
	D
	N

	252
	H
	H
	H
	H
	H
	H
	Y
	H
	H
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	200
	A
	A
	A
	A
	A
	A
	V
	A
	A

	NP

	9
	S
	S
	S
	S
	S
	P
	S
	S
	S

	51
	D
	D
	D
	D
	D
	D
	D
	E
	E

	100
	R
	R
	R
	K
	R
	R
	R
	R
	R

	119
	I
	I
	I
	I
	I
	I
	I
	I
	T

	247
	N
	T
	T
	N
	N
	N
	N
	N
	N

	286
	A
	A
	A
	A
	A
	A
	V
	A
	A

	351
	R
	R
	R
	R
	R
	R
	R
	R
	K

	485
	G
	G
	G
	G
	G
	G
	G
	R
	G

	PA

	44
	V
	V
	V
	V
	V
	V
	V
	V
	I

	61
	I
	I
	I
	T
	I
	I
	M
	M
	M

	63
	V
	V
	V
	V
	V
	V
	V
	I
	V

	158
	K
	K
	K
	K
	R
	K
	K
	K
	K

	160
	D
	D
	D
	D
	D
	D
	D
	E
	E

	201
	I
	I
	I
	I
	I
	I
	I
	T
	T

	207
	I
	I
	I
	I
	V
	I
	I
	I
	I

	263
	T
	T
	K
	T
	T
	T
	T
	T
	T

	267
	P
	P
	P
	P
	P
	P
	P
	T
	P

	298
	E
	E
	E
	E
	D
	E
	E
	E
	E

	300
	E
	E
	E
	E
	E
	E
	E
	X
	X

	322
	I
	I
	I
	I
	I
	I
	I
	L
	L

	354
	I
	I
	I
	I
	I
	I
	I
	F
	F

	361
	K
	K
	K
	K
	R
	K
	K
	K
	K

	364
	S
	M
	S
	S
	S
	S
	S
	S
	S

	394
	D
	D
	D
	D
	D
	D
	D
	E
	D

	400
	S
	S
	S
	S
	S
	S
	S
	P
	P

	423
	I
	I
	I
	I
	V
	I
	I
	I
	I

	608
	T
	T
	T
	T
	T
	T
	S
	T
	T

	711
	L
	L
	L
	L
	L
	L
	L
	I
	I

	PB1

	16
	D
	D
	D
	D
	D
	_
	N
	D
	D

	104
	E
	E
	E
	E
	E
	_
	G
	E
	E

	108
	L
	L
	L
	L
	I
	_
	L
	L
	L

	150
	F
	L
	L
	F
	F
	_
	F
	F
	F

	157
	A
	A
	A
	A
	A
	_
	A
	T
	T

	194
	N
	N
	N
	N
	S
	_
	N
	N
	N

	213
	N
	N
	N
	N
	K
	_
	N
	N
	N

	372
	M
	M
	M
	M
	M
	_
	I
	M
	M

	430
	K
	K
	K
	K
	K
	_
	R
	K
	K

	456
	H
	H
	H
	H
	R
	_
	H
	H
	H

	527
	I
	I
	I
	I
	T
	_
	V
	I
	I

	635
	K
	K
	K
	K
	K
	_
	K
	R
	_

	738
	E
	E
	E
	E
	E
	_
	G
	E
	_



