Supplementary Table 2. LQC Specificity: Specificity was evaluated by testing the LQC with human mAb drugs of differing functional modalities. The LQC was incubated in the presence of various drug compounds at 0, 1, 10, and 100 µg/mL.  Drugs that demonstrated a ≥1.62 fold-change using the LQC were considered specific for the anti-human IgG kappa light chain positive control.
	Therapeutic
	 
	LQC rECL
	Fold-change over unspiked

	Isotype
	Analyst - Run
	100 µg/mL
	10 µg/mL
	1 µg/mL
	Unspiked
	100 µg/mL
	10 µg/mL
	1 µg/mL

	mAb 1
IgG1 kappa
	A1 025
	7.31
	30.01
	38.46
	2.46
	2.97
	12.20
	15.63

	
	A2 028
	19.16
	64.21
	81.79
	4.52
	4.24
	14.21
	18.10

	
	A3 043
	11.30
	30.64
	33.56
	3.65
	3.10
	8.39
	9.19

	mAb 2
IgG1 kappa
	A1 025
	10.53
	28.38
	31.68
	2.46
	4.28
	11.54
	12.88

	
	A2 028
	23.08
	57.72
	67.44
	4.52
	5.11
	12.77
	14.92

	
	A3 043
	14.57
	29.68
	29.80
	3.65
	3.99
	8.13
	8.16

	mAb 3
IgG1 kappa
	A1 025
	13.63
	31.92
	35.84
	2.46
	5.54
	12.98
	14.57

	
	A2 028
	30.63
	65.91
	76.65
	4.52
	6.78
	14.58
	16.96

	
	A3 043
	19.20
	31.58
	32.63
	3.65
	5.26
	8.65
	8.94

	mAb 4
IgG4 kappa
	A1 025
	2.97
	2.75
	2.36
	2.46
	[1.21]
	[1.12]
	[0.96]

	
	A2 028
	8.94
	9.64
	7.05
	4.52
	1.98
	2.13
	1.56

	
	A3 043
	3.96
	3.57
	3.47
	3.65
	[1.08]
	[0.98]
	[0.95]

	mAb 5
IgG1 lambda
	A1 025
	0.98
	1.16
	1.35
	2.46
	[0.40]
	[0.47]
	[0.55]

	
	A2 028
	1.00
	1.00
	1.38
	4.52
	[0.22]
	[0.22]
	[0.31]

	
	A3 043
	0.91
	0.96
	1.45
	3.65
	[0.25]
	[0.26]
	[0.40]

	mAb 6
IgG1 lambda
	A1 025
	0.91
	1.20
	1.33
	2.46
	[0.37]
	[0.49]
	[0.54]

	
	A2 028
	1.03
	0.95
	1.47
	4.52
	[0.23]
	[0.21]
	[0.33]

	
	A3 043
	0.99
	0.94
	1.43
	3.65
	[0.27]
	[0.26]
	[0.39]

	mAb 7
 IgG1/IgG3 kappa
	A1 025
	1.64
	7.09
	4.40
	2.46
	[0.67]
	2.88
	1.79

	
	A2 028
	4.11
	8.65
	7.69
	4.52
	[0.91]
	1.91
	1.70

	
	A3 043
	2.42
	4.15
	4.09
	3.65
	[0.66]
	[1.14]
	[1.12]

	Drug 8
Fusion Protein
	A1 025
	NR
	17.20
	3.67
	2.46
	NR
	6.99
	[1.49]

	
	A2 028
	NR
	4.30
	3.89
	4.52
	NR
	[0.95]
	[0.86]

	
	A3 043
	NR
	3.70
	3.55
	3.65
	NR
	[1.01]
	[0.97]

	Fold-Change Threshold = 1.62
NR = No result; inadvertently spiked at 1.0, and 10 µg/mL only
[Brackets] = Fold-Change value <1.62
LQC=Low Quality Control
rECL=relative electrochemiluminesence units
mAb=monoclonal antibody
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Supplementa ry   Table  2 .  LQC   Specificity :   Specificity was evaluated by testing the LQC with human  mAb   drugs of differing functional modalities. The LQC was incubated in the presence of various drug  compounds at 0, 1, 10, and 100 µg/mL.  Drugs that demonstrated a  = 1.62 fold - change using the LQC  were considered specific for the anti - human IgG kappa light ch ain positive control.        

Therapeutic     LQC rECL  Fold - change over unspiked  

Isotype  Analyst  -   Run  100  µg/mL  10  µg/mL  1 µg/mL  Unspiked  100  µg/mL  10  µg/mL  1 µg/mL  

mAb 1   IgG1 kappa  A1 025  7.31  30.01  38.46  2.46  2.97  12.20  15.63  

A2 028  19.16  64.21  81.79  4.52  4.24  14.21  18.10  

A3 043  11.30  30.64  33.56  3.65  3.10  8.39  9.19  

mAb 2   IgG1 kappa  A1 025  10.53  28.38  31.68  2.46  4.28  11.54  12.88  

A2 028  23.08  57.72  67.44  4.52  5.11  12.77  14.92  

A3 043  14.57  29.68  29.80  3.65  3.99  8.13  8.16  

mAb 3   IgG1 kappa  A1 025  13.63  31.92  35.84  2.46  5.54  12.98  14.57  

A2 028  30.63  65.91  76.65  4.52  6.78  14.58  16.96  

A3 043  19.20  31.58  32.63  3.65  5.26  8.65  8.94  

mAb 4   IgG4 kappa  A1 025  2.97  2.75  2.36  2.46  [1.21]  [1.12]  [0.96]  

A2 028  8.94  9.64  7.05  4.52  1.98  2.13  1.56  

A3  043  3.96  3.57  3.47  3.65  [1.08]  [0.98]  [0.95]  

mAb 5   IgG1 lambda  A1 025  0.98  1.16  1.35  2.46  [0.40]  [0.47]  [0.55]  

A2 028  1.00  1.00  1.38  4.52  [0.22]  [0.22]  [0.31]  

A3 043  0.91  0.96  1.45  3.65  [0.25]  [0.26]  [0.40]  

mAb 6   IgG1 lambda  A1 025  0.91  1.20  1.33  2.46  [0.37]  [0.49]  [0.54]  

A2 028  1.03  0.95  1.47  4.52  [0.23]  [0.21]  [0.33]  

A3 043  0.99  0.94  1.43  3.65  [0.27]  [0.26]  [0.39]  

mAb 7     IgG1/IgG3  kappa  A1 025  1.64  7.09  4.40  2.46  [0.67]  2.88  1.79  

A2 028  4.11  8.65  7.69  4.52  [0.91]  1.91  1.70  

A3 043  2.42  4.15  4.09  3.65  [0.66]  [1.14]  [1.12]  

Drug 8   Fusion Protein  A1 025  NR  17.20  3.67  2.46  NR  6.99  [1.49]  

A2 028  NR  4.30  3.89  4.52  NR  [0.95]  [0.86]  

A3 043  NR  3.70  3.55  3.65  NR  [1.01]  [0.97]  

Fold - Change Threshold = 1.62   NR = No result;  inadvertently spiked at 1.0, and 10 µg/mL only   [Brackets] = Fold - Change value <1.62   LQC=Low Quality Control   rECL=relative electrochemiluminesence units   mAb=monoclonal antibody  

