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	GO term ID
	Term description
	GeneRatio
	adj.p.val

	Biological process

	GO:0006954
	inflammatory response
	19.31818182
	2.39E-11

	GO:0006955
	immune response 
	20.45454545
	3.18E-11

	GO:0007165
	signal transduction
	27.27272727
	2.64E-09

	GO:0002548
	monocyte chemotaxis
	7.954545455
	3.99E-08

	GO:0006935
	chemotaxis
	10.22727273
	6.21E-08

	GO:0050830
	defense response to Gram-positive bacterium
	10.22727273
	9.00E-08

	GO:0071356
	cellular response to tumor necrosis factor
	10.22727273
	2.34E-07

	GO:0071346
	cellular response to interferon-gamma
	9.090909091
	2.44E-07

	GO:0048247
	lymphocyte chemotaxis 
	6.818181818
	3.46E-07

	GO:0070374
	positive regulation of ERK1 and ERK2 cascade
	11.36363636
	6.68E-07

	Cellular component

	GO:0005576
	extracellular region
	52.27272727
	6.54E-23

	GO:0005615
	extracellular space
	43.18181818
	7.77E-17

	GO:0005887
	integral component of plasma membrane   
	20.45454545
	5.33E-05

	GO:0030141
	secretory granule
	6.818181818
	5.58E-05

	GO:0009986
	cell surface
	13.63636364
	5.88E-05

	GO:0005886
	plasma membrane   
	44.31818182
	8.88E-05

	GO:0043235
	receptor complex  
	7.954545455
	2.76E-04

	GO:0043020
	NADPH oxidase complex
	3.409090909
	0.002151463

	GO:0070062
	extracellular exosome 
	21.59090909
	0.003255212

	GO:0045121
	membrane raft
	6.818181818
	0.003785509

	Molecular function

	GO:0005102
	receptor binding
	14.77272727
	1.57E-07

	GO:0048020
	CCR chemokine receptor binding    
	6.818181818
	1.58E-07

	GO:0008083
	growth factor activity     
	10.22727273
	7.03E-07

	GO:0008009
	chemokine activity
	6.818181818
	2.62E-06

	GO:0005179
	hormone activity  
	7.954545455
	8.41E-06

	GO:0016918
	retinal binding
	4.545454545
	1.31E-05

	GO:0005125
	cytokine activity
	7.954545455
	2.00E-04

	GO:0005184
	neuropeptide hormone activity  
	4.545454545
	3.35E-04

	GO:0005164
	tumor necrosis factor receptor binding       
	4.545454545
	3.69E-04

	GO:0005504
	fatty acid binding
	4.545454545
	6.16E-04

	GO: Gene Ontology.






