Fig. S1. In silico identification of GREs in promoters of clock and clock‑output genes. (A) Identified GRE sequences in 10 kb upstream and 5kb downstream of TSS in the promoter of the gene. Consensus AGAACAnnnTGTTCT is depicted in green. (B) Position Weight Matrix (PWM) specific for Nr3c1 matrix model (MA0113.1) extracted from JASPAR database and used for promoter scanning.
