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Supplementary Figure 2
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Supplementary Figure 3
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Supplementary Figure 4
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Supplementary Figure 5

siRNA Fbxw7a

siRNA Fbxw78

= A1 A2 B1 B2
= & &
& 5 g ]
o 2 10 IEIa N pL 1] - H] m 1% 1] p 0 - i m 1% m . 0 19 m 20 - @ 1 1o a 0
PLA (s 1000y PLA (s 1008 PIA (s 1010 Bl& 1 000 A-A (s 1000y
[ Go-G1 D S [l G2-m
120- ns ns *k *kk
“m R E R
g 80 -
% 604 b= e =
o = =
40
204
0 y
- A1 A2 B1 B2
siRNA siRNA
Fbxw7a Fbxw7p




Cells (%)

Supplementary Figure 6
B

MCF10A
O roxw7za [ Foxws [ Foxwy
siRNA Fbxw7 1.2+
D - 1
& 2 ki i T
- o By & S 0.9-
Foxw7 [ s g
:é 0 6- **x * % .
Aurora A = -— % bl
Z 0 3-
Z 0.3 |
p-H3 » - E
0 1 1 1 1
: - a B 4 Exon 10
A-Tubulin| S S S — —
siRNA Fbxw7
siRNA Fbxw7

Spenmen (14-MEE10A it Spetimen_001-MCF10A S A

count
Count
75 10

J18

Y

T
"0

PES i 1
e 100y Pa 100}

(s 1010

Ococt [@s MEem

ns *okk ns *hKk
1207

8 - * kK 12 5
9 i o
1004 & —~10 4 I e
M EEE s = g T
80 8 | o = = z 8-
[+
604 = _ - 2 4- 6
= T ‘0 %
404 2 S 4-
g
N i 1 omlle
0 0
. - al p' Y "Exon - a B ' Y "Exon’ = o ﬁl ¥ IExon'
10 10 10

siRNA Fbxw7 siRNA Fbxw7 siRNA Fbxw7



