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S2. Correlation analyses between expression of GUCA24 and GUCY2C and expression of inflammatory
cytokines or transcription factors. Expression of (A) IL1A4, (C) ILIB and (E) IFNG correlates with expression of
GUCA24 (* = 0.25, P = 0.0005 for IL14, r* = 0.21, P = 0.0017 for ILIB and * = 0.25, P = 0.0006 for IFNG).
There was no significant correlation between expression of (B) ILI4 and GUCY2C (+* = 0.07, P = 0.08), while
expression of (D) IL1B and (F) IFNG correlated with expression of GUCY2C (+* = 0.10, P = 0.04 for IL1B and
= 0.12, P = 0.02 for IFNG). In IBD samples (both UC and CD) neither log2 expression of (A) HNF4A and
GUCY2C nor log2 expression of (B) HNF1A4 and GUCA24 correlated (+* = 0.07, P = 0.07 and »* = 0.20, P = 0.20,
respectively). The open circles represent individual log2 expression in IBD (both UC and CD), while filled circles
represent individual log2 expression in Healthy. Figures are shown with regression lines.



