       1 ttgaaaaacatcgctccagcaaagctgaagcaggctgaaaagctgggaaagaaattcaacgttatcagattaaaa

      76 ggcctttggaattctttgattcggttaggagccgctgctgaggaaaggtgtcggagacgatgatgtagaaaccac

     151 tgacagtattagttgagaaattgacgaaagaaaagaatgaacaccaatcgagaggaagttgtggtccattggttt
       1                                      M  N  T  N  R  E  E  V  V  V  H  W  F 
     226 cgacatggattacgtctcCATGACAACCCGTCCTTGATAGATGGACTCTCCGAGTGCGATAGATTTTATCCAGTA

      14  R  H  G  L  R  L  H  D  N  P  S  L  I  D  G  L  S  E  C  D  R  F  Y  P  V 
     301 TTCATTTTCGATGGCGAAGTTGCAGGAACTAAGACAGCAGGTTACAATCGTTTCCGATTCCTGTTGGAATGCCTG

      39  F  I  F  D  G  E  V  A  G  T  K  T  A  G  Y  N  R  F  R  F  L  L  E  C  L 
     376 CAGGATCTGGACAAGAATCTAAAGGCAGCGGGAACCAGACTGTACTGTTTCCAGGGCCAACCCACTGACATACTG

      64  Q  D  L  D  K  N  L  K  A  A  G  T  R  L  Y  C  F  Q  G  Q  P  T  D  I  L 
     451 GAGAGACTGATCGAGGAATGGGGAGTGACCAAAGTGACCTTTGAGGCGGACCCTGAACCCATCTGGCAGGAGCGG

      89  E  R  L  I  E  E  W  G  V  T  K  V  T  F  E  A  D  P  E  P  I  W  Q  E  R 
     526 GACCGATTGGTGAGAGAACTACTGGACAAGAAGAATGTGCAGTGTGTGGAGAAGGTGTCCCACACTCTCTGGGAT

     114  D  R  L  V  R  E  L  L  D  K  K  N  V  Q  C  V  E  K  V  S  H  T  L  W  D 
     601 CCTTACGAAATAATTGAGAACAATGGAGGTAGCCCACCTTTGACCTTTTCCCTCTTTAACCTTGTGACCTCAACT

     139  P  Y  E  I  I  E  N  N  G  G  S  P  P  L  T  F  S  L  F  N  L  V  T  S  T 
     676 ATAGGACCCCCTCCAAGACCAGTTGAGGACCCAGATTTCACAGACATAAGTCTCCCTGTCAGTCAGAATCATGAC

     164  I  G  P  P  P  R  P  V  E  D  P  D  F  T  D  I  S  L  P  V  S  Q  N  H  D 
     751 AAACAGTTTGGAATTCCCAGTTTGGAGGATTTGAATGTGAGACCAGAATGTGAAGAGCAGAATAAGAGGCTTGTG

     189  K  Q  F  G  I  P  S  L  E  D  L  N  V  R  P  E  C  E  E  Q  N  K  R  L  V 
     826 GAATGGCTTGGAGGGGAATCAAAGGCCTTGGAATTACTGGCCATACGCATGAAACATGAAGAAAAGGCCTATGAG

     214  E  W  L  G  G  E  S  K  A  L  E  L  L  A  I  R  M  K  H  E  E  K  A  Y  E 
     901 AATGGTTACGTGATGCCCAATCAGTATCACCCAGACCTCCTGTCCCCACCCCTCAGTCTCAGCGCCCATCTACGC

     239  N  G  Y  V  M  P  N  Q  Y  H  P  D  L  L  S  P  P  L  S  L  S  A  H  L  R 
     976 TTTGGCTGTCTGTCTGTCCGCAAGTTCTACTGGAGCATTCACGACAAATTTGAAGAGGTGAAGCCTTCGATGGGG

     264  F  G  C  L  S  V  R  K  F  Y  W  S  I  H  D  K  F  E  E  V  K  P  S  M  G 
    1051 GCACCTGTTTCCCTGTCGGCTCAGCTGATGTGGAGGGAGTACTTCTACACAATGGCTATCAACAACATCAACTAT

     289  A  P  V  S  L  S  A  Q  L  M  W  R  E  Y  F  Y  T  M  A  I  N  N  I  N  Y 
    1126 GACAAGATGGAGACCAACCCAATCTGTCTCAACATTCCCTGGTATGATAACCCAGAGCATGAGGAAAAATGGACC

     314  D  K  M  E  T  N  P  I  C  L  N  I  P  W  Y  D  N  P  E  H  E  E  K  W  T 
    1201 CAGGGTGAGACTGGGTATCCGTGGATTGATGCCATCATGAAGCAGCTCAGATACGAGGGGTGGGTCCACCATGTT

     339  Q  G  E  T  G  Y  P  W  I  D  A  I  M  K  Q  L  R  Y  E  G  W  V  H  H  V 
    1276 GCTCGCCATGCTGTGTCCTGTTTCCTGACCAGAGGTGACCTTTGGTTGAACTGGGAGGTTGGGCTAAAGGTGTTC

     364  A  R  H  A  V  S  C  F  L  T  R  G  D  L  W  L  N  W  E  V  G  L  K  V  F 
    1351 TATAAATATTTACTGGATGCTGATTGGTCAGTTTGTGCCGGCAATTGGATGTGGGTGTCTAGTTCTGCTTTTGAG

     389  Y  K  Y  L  L  D  A  D  W  S  V  C  A  G  N  W  M  W  V  S  S  S  A  F  E 
    1426 AAGGTCCTCCAATGCCCTAACTGTTTTTGTCCTGTCAGATATGGGAAGCGCATGGATCCCTCTGGGGAATATGTT

     414  K  V  L  Q  C  P  N  C  F  C  P  V  R  Y  G  K  R  M  D  P  S  G  E  Y  V 
    1501 CGGCGATATTTACCAGTTTTAAAAGACATGCCATTGAGGTACTTGTTTGAGCCATGGAAAGCTCCACTTCCTGTC

     439  R  R  Y  L  P  V  L  K  D  M  P  L  R  Y  L  F  E  P  W  K  A  P  L  P  V 
    1576 CAGCAGAAAGCAAAGTGCATTGTGGGTGTTGATTATCCTAAGCCAATGGTTGACCACCAAAAGGCATCAAAAGAA

     464  Q  Q  K  A  K  C  I  V  G  V  D  Y  P  K  P  M  V  D  H  Q  K  A  S  K  E 
    1651 TGCATACAAAACATGAAAGCTGTCAAAGATGCACTGATGGGGAGAGAAATCCCTCACTgtGCCCCATCAGAGGAA

     489  C  I  Q  N  M  K  A  V  K  D  A  L  M  G  R  E  I  P  H  C  A  P  S  E  E 
    1726 ATTGAAGCCAGACGTTTTTCTTGGTTACCTGATCACACACCATCTGGGGGGCATTGTACTGCAAACTTCCTGTGT

     514  I  E  A  R  R  F  S  W  L  P  D  H  T  P  S  G  G  H  C  T  A  N  F  L  C 
    1801 GATGGCCTGAAGGATATGAACTGAGACGATCTGGGAATTCCTGCGAAGTTTAAATCTTCATAAAGTTCTCGCTCT

     539  D  G  L  K  D  M  N  *

    1876 CTGTCCCAGAAACACTGTTAATTAATTGTTTGTAGTCATGTATGTTTAAGTATCTCTGTTTTTGGAGTCAAACAT

    1951 ATTTTGTTATTGATGGAGCTATGTTGTCCAACGTTTATACAGTCTGATACGAATTGATGATCATATATTTCATGG

    2026 GTGACAATTGATATTTTATACATAGTGTCTTAATTCCTCTACCAAAATTGCAGAGTGCATCGAAGTATTTTATCA

    2101 GGTCTGTACCATCCTTATTTTCTGATGGCCAGTATTAGTAATCAAATGATAAAAATACATTCTATTTTGTACAAG

    2176 AACATGTATTTACATATGCACAGGTATTAGCAATAAATATAGTACCCCCGGAAAAAAAAAAA
Figure S1. Nucleotide and deduced amino acid sequences of the cryptochrome 1 (Cgcry1) in C. gigas. Numbering along the left margin. The start and stop codons are marked in bold.
