Supplementary Files

Supplementary File 1. Data analysis pipeline with comments.
Supplementary File 2. In-house PERL script to combine RepeatMasker annotations with masked Illumina SAM files.
Supplementary File 3. EdgeR R script.
Supplementary File 4. Mouse Data File. “FrequencyStats Mouse.xlsx”
Supplementary File 5. Human Data File. “FrequencyStats Human.xlsx”
Supplementary File 6. Differentially methylated human gene names and counts. “DE transposons human.xlsx”
Supplementary File 7. Differentially methylated mouse gene names and counts, “DE transposons mouse.xlsx”
Supplementary Figures

Figure S1. Percent CpG Enrichment by Lane.
Figure S2. Percentage Repetitive Sequence by Exposure.
Figure S3. Proximity of Differentially Methylated Mouse Transposons from the Control vs. MG Group to the CabpIAP Epiallele.
Figure S4. Human Medium vs. High Element Abundance in Relation to the All Repetitive Elements in hg19.
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